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Rate of de novo mutations and the importance of fatherd€™s age to disease risk. Nature, 2012, 488, 471-475.  27.8 1,880

Fine-scale recombination rate differences between sexes, populations and individuals. Nature, 2010,

467,1099-1103.

Parental origin of sequence variants associated with complex diseases. Nature, 2009, 462, 868-874. 27.8 521



GAsLI MAissoN

# ARTICLE IF CITATIONS

Detection of sharing by descent, long-range phasing and haplotype imputation. Nature Genetics, 2008,

40, 1068-1075.

38 A high-resolution recombination map of the human genome. Nature Genetics, 2002, 31, 241-247. 21.4 1,571



