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ARTICLE IF CITATIONS

Genetic studies of body mass index yield new insights for obesity biology. Nature, 2015, 518, 197-206.

Discovery and refinement of loci associated with lipid levels. Nature Genetics, 2013, 45, 1274-1283. 21.4 2,641

Defining the role of common variation in the genomic and biological architecture of adult human
height. Nature Genetics, 2014, 46, 1173-1186.

Large-scale association analysis provides insights into the genetic architecture and pathophysiology 914 1748
of type 2 diabetes. Nature Genetics, 2012, 44, 981-990. ) >

Genome-wide trans-ancestry meta-analysis provides insight into the genetic architecture of type 2
diabetes susceptibility. Nature Genetics, 2014, 46, 234-244.

Common variants associated with plasma triglycerides and risk for coronary artery disease. Nature

Genetics, 2013, 45, 1345-1352. 214 754

Large-scale association analyses identify new loci influencing glycemic traits and provide insight into
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A General Approach for Haplotype Phasing across the Full Spectrum of Relatedness. PLoS Genetics, a5 553
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Association of vitamin D status with arterial blood pressure and hypertension risk: a mendelian
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Sex-dimorphic genetic effects and novel loci for fasting glucose and insulin variability. Nature
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Homozygous loss-of-function variants in European cosmopolitan and isolate populations. Human
Molecular Genetics, 2015, 24, 5464-5474.
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