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Foxf2 represses bone formation via Wnt2b/i2-catenin signaling. Experimental and Molecular Medicine,
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Unbiased identification of novel transcription factors in striatal compartmentation and striosome
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Foxf2 is required for secondary palate development and Tgfi2 signaling in palatal shelf mesenchyme. 20 30
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Identification of additional risk loci for stroke and small vessel disease: a meta-analysis of
genome-wide association studies. Lancet Neurology, The, 2016, 15, 695-707.

Foxf2 Is Required for Brain Pericyte Differentiation and Development and Maintenance of the

Blood-Brain Barrier. Developmental Cell, 2015, 34, 19-32. 7.0 107

FOXF1 inhibits hematopoietic lineage commitment during early mesoderm specification. Development
(Cambridge), 2015, 142, 3307-20.

Hypoxia-induced regulation of the very low density lipoprotein receptor. Biochemical and Biophysical

Research Communications, 2013, 437, 274-279. 21 10
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Foxf2 in Intestinal Fibroblasts Reduces Numbers of Lgr5+ Stem Cells and Adenoma Formation by 13 49
Inhibiting Wnt Signaling. Gastroenterology, 2013, 144, 1001-1011. )

Increased expression of STK25 leads to impaired glucose utilization and insulin sensitivity in mice
challenged with a higha€fat diet. FASEB Journal, 2013, 27, 3660-3671.

Separation of intact intestinal epithelium from mesenchyme. BioTechniques, 2013, 55, 42-44. 1.8 29
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Forkhead Box F1 Regulates Tumor-Promoting Properties of Cancer-Associated Fibroblasts in Lung
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Nuclear Janus-Activated Kinase 2/Nuclear Factor 1-C2 Suppresses Tumorigenesis and
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Temporal ChIP-on-chip reveals Biniou as a universal regulator of the visceral muscle transcriptional

network. Genes and Development, 2007, 21, 2448-2460.

Hedgehog induction of murine vasculogenesis is mediated by Foxfl and Bmp4. Development

(Cambridge), 2007, 134, 3753-3761. 2.5 124
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Foxe3 is required for morphogenesis and differentiation of the anterior segment of the eye and is

sensitive to Pax6 gene dosage. Developmental Biology, 2007, 302, 218-229.

Foxfl and Foxf2 control murine gut development by limiting mesenchymal Wnt signaling and

promoting extracellular matrix production. Development (Cambridge), 2006, 133, 833-843. 2.5 196

Meckeld€™s Cartilage Differentiation Is Dependent on Hedgehog Signaling. Cells Tissues Organs, 2005, 179,
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Differences in the embryonic expression patterns of mouse <i>Foxf1l</i> and 4€<i>2<[i> match their
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Sonic hedgehog signaling plays an essential role during embryonic salivary gland epithelial branching
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Fox's in development and disease. Trends in Genetics, 2003, 19, 339-344.
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Novel Anterior Segment Phenotypes Resulting from Forkhead Gene Alterations: Evidence for
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Haploinsufficiency of the forkhead gene«<i>Foxfl<[i>, a target for sonic hedgehog signaling, causes
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Forkhead transcription factorFoxF2 is expressed in mesodermal tissues involved in

epithelio-mesenchymal interactions. Developmental Dynamics, 2000, 218, 136-149. 1.8 92

Solution structure and dynamics of the DNA-binding domain of the adipocyte-transcription factor
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A forkhead gene, <i>FoxE3</[i>, is essential for lens epithelial proliferation and closure of the lens 5.9 291
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The Kidney-expressed Winged Helix Transcription Factor FREAC-4 Is Regulated by Ets-1. Journal of
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Transcriptional regulation of pig lactase-phlorizin hydrolase: Involvement of HNF-1 and FREACs.
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The winged helix transcription factor FRh10 is required for normal development of the inner ear.

Nature Genetics, 1998, 20, 374-376.

Mutations of the Forkhead/Winged-Helix Gene, FKHL7, in Patients with Axenfeld-Rieger Anomaly. 6.2 208
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Apolipoprotein B: structure, biosynthesis and role in the lipoprotein assembly process. 0.8 157
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Apolipoprotein B gene variants are involved in the determination of serum cholesterol levels: a study

in normo- and hypelipidaemic individuals. Atherosclerosis, 1987, 67, 81-89.

Molecular cloning and sequence analysis of cDNA encoding lipoprotein lipase of guinea pig. Gene, 99 113
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