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from Phanerochaete chrysosporium. Journal of Biological Chemistry, 2020, 295, 18539-18552. 3.4 3

16 Evaluation of Ammonia Pretreatment for Enzymatic Hydrolysis of Sugarcane Bagasse to Recover
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18 The Lipomyces starkeyi gene Ls120451 encodes a cellobiose transporter that enables cellobiose
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&lt;i&gt;Phanerochaete chrysosporium&lt;/i&gt;. Journal of Applied Glycoscience (1999), 2020, 67, 79-86. 0.7 4
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Protein components of water extracts from fruiting bodies of the reishi mushroom <i>Ganoderma
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27 Origin and Diversity of Wood Decay Fungi Revealed by Genome-Based Analyses. Mokuzai Gakkai Shi,
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30 Fungal PQQ-dependent dehydrogenases and their potential in biocatalysis. Current Opinion in
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31 Structural and thermodynamic insights into Î²-1,2-glucooligosaccharide capture by a solute-binding
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35 Secretome analysis of the basidiomycete Phanerochaete chrysosporium grown on ammonia-treated
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Gloeophyllum trabeum and Its Action on Cellulose-Xyloglucan Complexes. Applied and Environmental
Microbiology, 2016, 82, 6557-6572.

3.1 97
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48 pH-dependent electron transfer reaction and direct bioelectrocatalysis of the quinohemoprotein
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52 Real-Time Dynamic Adsorption Processes of Cytochrome c on an Electrode Observed through
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54 Multi-enzyme anode composed of FAD-dependent and NAD-dependent enzymes with a single ruthenium
polymer mediator for biofuel cells. Electrochemistry Communications, 2015, 56, 75-78. 4.7 18
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Characterization of a Novel PQQ-Dependent Quinohemoprotein Pyranose Dehydrogenase from
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57 Strategies towards Reduction of Enzyme Cost for Ethanol Production from Cellulosic Biomass.
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58 Structural and Biochemical Analyses of Glycoside Hydrolase Family 26 Î²-Mannanase from a Symbiotic
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72 Probing Single-Molecule Enzymatic Dynamics of B-Glucosidase using Zero-Mode Waveguides.
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85 Direct Visualization of Cellobiohydrolase on Crystalline Cellulose using High-Speed Atomic Force
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87 Visualization of Cellobiohydrolase I from Trichoderma reesei Moving on Crystalline Cellulose Using
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domain. Protein Expression and Purification, 2012, 82, 290-296. 1.3 42
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