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7 Role of Tryptophan 38 in Loading Substrate Chain into the Active-site Tunnel of Cellobiohydrolase I
from &lt;i&gt;Trichoderma reesei&lt;/i&gt;. Journal of Applied Glycoscience (1999), 2021, 68, 19-29. 0.7 2

8
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16 Evaluation of Ammonia Pretreatment for Enzymatic Hydrolysis of Sugarcane Bagasse to Recover
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18 The Lipomyces starkeyi gene Ls120451 encodes a cellobiose transporter that enables cellobiose
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&lt;i&gt;Phanerochaete chrysosporium&lt;/i&gt;. Journal of Applied Glycoscience (1999), 2020, 67, 79-86. 0.7 4
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Protein components of water extracts from fruiting bodies of the reishi mushroom <i>Ganoderma
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27 Origin and Diversity of Wood Decay Fungi Revealed by Genome-Based Analyses. Mokuzai Gakkai Shi,
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30 Fungal PQQ-dependent dehydrogenases and their potential in biocatalysis. Current Opinion in
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31 Structural and thermodynamic insights into Î²-1,2-glucooligosaccharide capture by a solute-binding
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34 Enzymes Suitable for Biorefinery to Coproduce Hexaric Acids and Electricity from Hexuronic Acids
Derived from Biomass. Energy Technology, 2018, 6, 273-279. 3.8 13

35 Secretome analysis of the basidiomycete Phanerochaete chrysosporium grown on ammonia-treated
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38 Crystal Structure and Substrate Specificity Modification of Acetyl Xylan Esterase from Aspergillus
luchuensis. Applied and Environmental Microbiology, 2017, 83, . 3.1 25

39 The plant cell-wall enzyme AtXTH3 catalyses covalent cross-linking between cellulose and
cello-oligosaccharide. Scientific Reports, 2017, 7, 46099. 3.3 60

40 A protease/peptidase from culture medium of <i>Flammulina velutipes</i> that acts on
arabinogalactan-protein. Bioscience, Biotechnology and Biochemistry, 2017, 81, 475-481. 1.3 2

41
Crystal structure of a family 6 cellobiohydrolase from the basidiomycete<i>Phanerochaete
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52 Real-Time Dynamic Adsorption Processes of Cytochrome c on an Electrode Observed through
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53 A Novel Pyrroloquinoline Quinone-Dependent 2-Keto- <scp>d</scp> -Glucose Dehydrogenase from
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54 Multi-enzyme anode composed of FAD-dependent and NAD-dependent enzymes with a single ruthenium
polymer mediator for biofuel cells. Electrochemistry Communications, 2015, 56, 75-78. 4.7 18
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Characterization of a Novel PQQ-Dependent Quinohemoprotein Pyranose Dehydrogenase from
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57 Strategies towards Reduction of Enzyme Cost for Ethanol Production from Cellulosic Biomass.
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58 Structural and Biochemical Analyses of Glycoside Hydrolase Family 26 Î²-Mannanase from a Symbiotic
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catalytic triad. Proteins: Structure, Function and Bioinformatics, 2014, 82, 2857-2867. 2.6 68

61
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Auxiliary Activity Family in the Database of Carbohydrate-Active Enzymes. PLoS ONE, 2014, 9, e104851. 2.5 65

68 Oics analyses of white- and brown rot fungi to understand the mechanism of wood decay. MOKUZAI
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72 Probing Single-Molecule Enzymatic Dynamics of B-Glucosidase using Zero-Mode Waveguides.
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85 Direct Visualization of Cellobiohydrolase on Crystalline Cellulose using High-Speed Atomic Force
Microscopy. Biophysical Journal, 2012, 102, 585a-586a. 0.5 0
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domain. Protein Expression and Purification, 2012, 82, 290-296. 1.3 42
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