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fungus <i>Trichoderma reesei</[i>. FEBS Letters, 2009, 583, 1323-1326.

Production and Characterization of RecombinantPhanerochaete chrysosporiumi2-Glucosidase in the

Methylotrophic YeastPichia pastoris. Bioscience, Biotechnology and Biochemistry, 2003, 67, 1-7. L3 38



56

58

60

62

64

66

68

70

72

KIYOHIKO |IGARASHI

ARTICLE IF CITATIONS

Endo-2-1,3-galactanase from Winter Mushroom Flammulina velutipes. Journal of Biological Chemistry,
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