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The Parkinson's Disease <scp>DNA«</scp> Variant Browser. Movement Disorders, 2021, 36, 1250-1258. 3.9 11
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LRRK2 p.M1646T is associated with glucocerebrosidase activity and with Parkinson's disease.
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Genome sequencing analysis identifies new loci associated with Lewy body dementia and provides
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Advancing Personalized Medicine in Common Forms of Parkinsond€™s Disease through Genetics: Current
Therapeutics and the Future of Individualized Management. Journal of Personalized Medicine, 2021, 11, 2.5 6
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Type 2 Diabetes as a Determinant of Parkinson's Disease Risk and Progression. Movement Disorders,
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Road Ahead. Cells, 2021, 10, 1030.

No Evidence for a Causal Relationship Between Cancers and Parkinsond€™s Disease. Journal of 0.8 3
Parkinson's Disease, 2021, 11, 801-809. :

Investigation of Autosomal Genetic Sex Differences in Parkinson's Disease. Annals of Neurology, 2021,
90, 35-42.
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A population scale analysis of rare SNCA variation in the UK Biobank. Neurobiology of Disease, 2021,
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