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19 Molecular phylogenetics and evolution of Orchidinae and selected Habenariinae (Orchidaceae).
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21 A phylogenetic classification of the land plants to accompany APG III. Botanical Journal of the Linnean
Society, 2009, 161, 122-127. 0.8 289
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25 A phylogenetic analysis of the Orchidaceae: evidence from rbc L nucleotide sequences. American
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based on DNA sequences from ITS nuclear ribosomal DNA and plastid trnL intron and trnL-F intergenic
spacers. Journal of Plant Research, 2002, 115, 381-392.

1.2 246

27 Taxonomic Affinities of Medusagyne oppositifolia (Medusagynaceae). Kew Bulletin, 1997, 52, 111. 0.4 237

28 Selection of candidate coding DNA barcoding regions for use on land plants. Botanical Journal of the
Linnean Society, 2009, 159, 1-11. 0.8 231

29 Rapid and recent origin of species richness in the Cape flora of South Africa. Nature, 2001, 412, 181-183. 13.7 226

30 When in Doubt, Put It in Flacourtiaceae: A Molecular Phylogenetic Analysis Based on Plastid rbcL DNA
Sequences. Kew Bulletin, 2002, 57, 141. 0.4 222

31 Large multi-gene phylogenetic trees of the grasses (Poaceae): Progress towards complete tribal and
generic level sampling. Molecular Phylogenetics and Evolution, 2008, 47, 488-505. 1.2 222

32 A new subfamilial and tribal classification of the pantropical flowering plant family Annonaceae
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33 Phylogeny of Basal Angiosperms: Analyses of Five Genes from Three Genomes. International Journal of
Plant Sciences, 2000, 161, S3-S27. 0.6 221

34 A Combined Cladistic Analysis of Angiosperms Using rbcL and Non-Molecular Data Sets. Annals of the
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38 Phylogenetic relationships in Nicotiana (Solanaceae) inferred from multiple plastid DNA regions.
Molecular Phylogenetics and Evolution, 2004, 33, 75-90. 1.2 197
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Molecular Biology and Evolution, 2010, 27, 2465-2473. 3.5 185
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50 Phylogeny of Cyperaceae Based on DNA Sequence Data: Current Progress and Future Prospects.
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54 The plant tree of life: an overview and some points of view. American Journal of Botany, 2004, 91,
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Next Generation Sequencing Reveals Genome Downsizing in Allotetraploid Nicotiana tabacum,
Predominantly through the Elimination of Paternally Derived Repetitive DNAs. Molecular Biology and
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66 Evolution of rDNA in Nicotiana Allopolyploids: A Potential Link between rDNA Homogenization and
Epigenetics. Annals of Botany, 2008, 101, 815-823. 1.4 148

67 Amplified fragment length polymorphisms (AFLP) reveal details of polyploid evolution
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0.8 120
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104 Molecular phylogenetics of Phyllanthaceae: evidence from plastid MATK and nuclear PHYC sequences.
American Journal of Botany, 2005, 92, 132-141. 0.8 99

105 Elatinaceae are sister to Malpighiaceae; Peridiscaceae belong to Saxifragales. American Journal of
Botany, 2004, 91, 262-273. 0.8 98

106 Processes Driving the Adaptive Radiation of a Tropical Tree (<i>Diospyros</i>, Ebenaceae) in New
Caledonia, a Biodiversity Hotspot. Systematic Biology, 2016, 65, 212-227. 2.7 98

107 Phylogenetic relationships among arecoid palms (Arecaceae: Arecoideae). Annals of Botany, 2011, 108,
1417-1432. 1.4 97
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140 Phylogenetics of the New World Subtribes of Asclepiadeae (Apocynaceaeâ€”Asclepiadoideae):
Metastelmatinae, Oxypetalinae, and Gonolobinae. Systematic Botany, 2005, 30, 184-195. 0.2 73
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157 Familial Relationships of Rhabdodendron (Rhabdodendraceae): Plastid rbcL Sequences Indicate a
Caryophyllid Placement. Kew Bulletin, 1997, 52, 923. 0.4 56

158 Classification of Orchidaceae in the Age of DNA data. Curtis's Botanical Magazine, 2005, 22, 2-7. 0.1 56

159 A stuttering start to plant DNA barcoding: microsatellites present a previously overlooked problem in
nonâ€•coding plastid regions. Taxon, 2009, 58, 7-15. 0.4 56

160 Gene sequences, collaboration and analysis of large data sets. Australian Systematic Botany, 1998, 11,
215. 0.3 55

161 <i>Aglaia</i> (Meliaceae): an evaluation of taxonomic concepts based on DNA data and secondary
metabolites. American Journal of Botany, 2005, 92, 534-543. 0.8 55

162 SPECIES DELIMITATION AND THE ORIGIN OF POPULATIONS IN ISLAND REPRESENTATIVES OF PHYLICA
(RHAMNACEAE). Evolution; International Journal of Organic Evolution, 2003, 57, 816-827. 1.1 54
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the Royal Society B: Biological Sciences, 2013, 280, 20130960. 1.2 54

164 Generic delimitation and relationships in Ebenaceae sensu lato: evidence from six plastid DNA regions.
American Journal of Botany, 2006, 93, 1808-1827. 0.8 53

165 Phylogeny and classification of Marantaceae. Botanical Journal of the Linnean Society, 2001, 135,
275-287. 0.8 52

166 <i>Dactylorhiza</i> (Orchidaceae) in European Russia: combined molecular and morphological
analysis. American Journal of Botany, 2004, 91, 1419-1426. 0.8 52

167 Asclepiadeae classification: evaluating the phylogenetic relationships of New World Asclepiadoideae
(Apocynaceae). Taxon, 2003, 52, 33-50. 0.4 51

168 Reticulate evolution in diploid and tetraploid species of Polystachya (Orchidaceae) as shown by
plastid DNA sequences and low-copy nuclear genes. Annals of Botany, 2010, 106, 37-56. 1.4 51

169
RECONSTRUCTING THE COMPLEX EVOLUTIONARY ORIGIN OF WILD ALLOPOLYPLOID TOBACCOS
(<i>NICOTIANA</i>SECTION<i>SUAVEOLENTES</i>). Evolution; International Journal of Organic
Evolution, 2013, 67, 80-94.

1.1 51

170 Reticulate evolution on a mosaic of soils: diversification of the New Caledonian endemic genus
<i>Codia</i> (Cunoniaceae). Molecular Ecology, 2009, 18, 2263-2275. 2.0 50

171
Familial relationships of the monocot order Liliales based on a molecular phylogenetic analysis using
four plastid loci:<i>matK</i>,<i>rbcL</i>,<i>atpB</i>and<i>atpF</i>-<i>H</i>. Botanical Journal of the
Linnean Society, 2013, 172, 5-21.

0.8 50

172 Genome-wide repeat dynamics reflect phylogenetic distance in closely related allotetraploid
Nicotiana (Solanaceae). Plant Systematics and Evolution, 2017, 303, 1013-1020. 0.3 50

173
Molecular phylogenetics and morphological reappraisal of the Platanthera clade (Orchidaceae:) Tj ET
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1.4 49
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Transactions of the Royal Society B: Biological Sciences, 2015, 370, 20140002. 1.8 49

175 Anatomical and molecular systematics of Asteliaceae and Hypoxidaceae. Botanical Journal of the
Linnean Society, 1998, 127, 1-42. 0.8 46

176 The use of digital imageâ€•based morphometrics to study the phenotypic mosaic in taxa with porous
genomes. Taxon, 2009, 58, 349-364. 0.4 46

177 Phylogenetics and cytology of a pantropical orchid genus <i>Polystachya</i> (Polystachyinae,) Tj ET
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178
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Eastern North America-Eastern Asia Phytogeographic Disjunction. Journal of Plant Research, 1999, 112,
317-329.

1.2 44

179 Environmental causes for plant biodiversity gradients. Philosophical Transactions of the Royal
Society B: Biological Sciences, 2004, 359, 1645-1656. 1.8 44

180
Using genomic repeats for phylogenomics: a case study in wild tomatoes
(<i>Solanum</i>section<i>Lycopersicon</i>: Solanaceae). Biological Journal of the Linnean Society,
2016, 117, 96-105.

0.7 44
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181 Systematics of Xanthorrhoeaceae sensu lato: evidence for polyphyly. Telopea, 1996, 6, 629-647. 0.4 44

182 A genetic appraisal of a new synthetic<i>Nicotiana tabacum</i>(Solanaceae) and the Kostoff synthetic
tobacco. American Journal of Botany, 2006, 93, 875-883. 0.8 43

183 Orchid Phylogeny, Flower Sexuality, and Fragrance-Seeking. BioScience, 1992, 42, 43-49. 2.2 42

184
Molecular and cytological examination of<i>Calopogon</i>(Orchidaceae, Epidendroideae):
circumscription, phylogeny, polyploidy, and possible hybrid speciation. American Journal of Botany,
2004, 91, 707-723.

0.8 42

185 Environment, Area, and Diversification in the Speciesâ€•Rich Flowering Plant Family Iridaceae. American
Naturalist, 2005, 166, 418-425. 1.0 42

186
A chloroplast DNA Phylogenetic study of the eastern Asiaâ€•eastern North America disjunct section
<i>R</i><i>ytidospermum</i> of <i>Magnolia</i> (Magnoliaceae). American Journal of Botany, 1995, 82,
1582-1588.

0.8 41

187 Recircumscription of the monocotyledonous family Petrosaviaceae to include Japonolirion. Brittonia,
2003, 55, 214-225. 0.8 41

188 The effect of polyploidy and hybridization on the evolution of floral colour
in<i>Nicotiana</i>(Solanaceae). Annals of Botany, 2015, 115, 1117-1131. 1.4 41

189
Phylogenetics of subtribe Orchidinae s.l. (Orchidaceae; Orchidoideae) based on seven markers (plastid) Tj ET
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Plant Biology, 2017, 17, 222.
1.6 41

190 Cryptic species, gene recombination and hybridization in the genus Spiraeanthemum (Cunoniaceae)
from New Caledonia. Botanical Journal of the Linnean Society, 2009, 161, 137-152. 0.8 40

191 Plastome phylogenomics, biogeography, and clade diversification of Paris (Melanthiaceae). BMC Plant
Biology, 2019, 19, 543. 1.6 40

192 Phylogenetics of South American Asclepiadoideae (Apocynaceae). Taxon, 2006, 55, 119-124. 0.4 39

193
Phylogenetics of neotropical <i>Platymiscium</i> (Leguminosae: Dalbergieae): systematics, divergence
times, and biogeography inferred from nuclear ribosomal and plastid DNA sequence data. American
Journal of Botany, 2008, 95, 1270-1286.

0.8 39

194 A nuclear Xdh phylogenetic analysis of yams (Dioscorea: Dioscoreaceae) congruent with plastid trees
reveals a new Neotropical lineage. Botanical Journal of the Linnean Society, 2018, 187, 232-246. 0.8 38

195
Phylogenetic analyses of plastid DNA suggest a different interpretation of morphological evolution
than those used as the basis for previous classifications of Dipterocarpaceae (Malvales). Botanical
Journal of the Linnean Society, 2017, 185, 1-26.

0.8 37

196 DNA barcoding of African Podostemaceae (riverâ€•weeds): A test of proposed barcode regions. Taxon,
2010, 59, 251-260. 0.4 36

197 Chloroplast DNA phylogeny of subtribe Dendrobiinae (Orchidaceae): Insights from a combined analysis
based onrbcL sequences and restriction site variation. Journal of Plant Research, 1996, 109, 169-176. 1.2 35

198 Transgressive phenotypes and generalist pollination in the floral evolution of Nicotiana polyploids.
Nature Plants, 2016, 2, 16119. 4.7 35
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199 Molecular phylogenomics of the tribe Shoreeae (Dipterocarpaceae) using whole plastid genomes.
Annals of Botany, 2019, 123, 857-865. 1.4 35

200 Hundreds of nuclear and plastid loci yield novel insights into orchid relationships. American Journal
of Botany, 2021, 108, 1166-1180. 0.8 35

201
Sequencing of whole plastid genomes and nuclear ribosomal DNA of<i>Diospyros</i>species
(Ebenaceae) endemic to New Caledonia: many species, little divergence. Annals of Botany, 2016, 117,
1175-1185.

1.4 34

202 Independent degradation in genes of the plastid ndh gene family in species of the orchid genus
Cymbidium (Orchidaceae; Epidendroideae). PLoS ONE, 2017, 12, e0187318. 1.1 32

203 Genetic and epigenetic alterations after hybridization and genome doubling. Taxon, 2007, 56, 649-56. 0.4 31

204 Chloroplast DNA Systematics of Lilioid Monocots: Resources, Feasibility, and an Example from the
Orchidaceae. American Journal of Botany, 1989, 76, 1720. 0.8 30

205 Generic phylogeny and character evolution in Urticeae (Urticaceae) inferred from nuclear and plastid
DNA regions. Taxon, 2015, 64, 65-78. 0.4 30
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timeframe for biogeography and macroevolution. Scientific Reports, 2021, 11, 6858. 1.6 30

207 Evolution of Dactylorhiza baltica (Orchidaceae) in European Russia: evidence from molecular markers
and morphology. Botanical Journal of the Linnean Society, 2005, 147, 257-274. 0.8 29

208 Phylogenetic systematics of<i>Erythronium</i>(Liliaceae): morphological and molecular analyses.
Botanical Journal of the Linnean Society, 2012, 170, 504-528. 0.8 29

209 Molecular phylogenetics of New Caledonian Diospyros (Ebenaceae) using plastid and nuclear markers.
Molecular Phylogenetics and Evolution, 2013, 69, 740-763. 1.2 29

210 Differential Dynamics of Transposable Elements during Long-Term Diploidization of Nicotiana Section
Repandae (Solanaceae) Allopolyploid Genomes. PLoS ONE, 2012, 7, e50352. 1.1 29

211
Abelia and relatives: phylogenetics of Linnaeeae (Dipsacales-Caprifoliaceae s.l.) and a new
interpretation of their inflorescence morphology. Botanical Journal of the Linnean Society, 2012, 169,
692-713.

0.8 28

212 Phylogenetic relationships of Icacinaceae focusing on the vining genera. Botanical Journal of the
Linnean Society, 2014, 176, 277-294. 0.8 26

213 A broader circumscription of Bulbostylis including Nemum (Abildgaardieae: Cyperaceae). Phytotaxa,
2019, 395, 199. 0.1 26

214 Adaptive sequence evolution is driven by biotic stress in a pair of orchid species (<i>Dactylorhiza</i>)
with distinct ecological optima. Molecular Ecology, 2017, 26, 3649-3662. 2.0 25

215
Phylogenetic systematics of subtribe Spiranthinae (Orchidaceae: Orchidoideae: Cranichideae) based on
nuclear and plastid DNA sequences of a nearly complete generic sample. Botanical Journal of the
Linnean Society, 2018, 186, 273-303.

0.8 25

216 Characterization of sequence variability hotspots in Cranichideae plastomes (Orchidaceae,) Tj ET
Q

q
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BT /Overlock 10 Tf 50 62 Td (Orchidoideae). PLoS ONE, 2020, 15, e0227991.1.1 25
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217
Genome size dynamics in tribe Gilliesieae (Amaryllidaceae, subfamily Allioideae) in the context of
polyploidy and unusual incidence of Robertsonian translocations. Botanical Journal of the Linnean
Society, 2017, 184, 16-31.

0.8 24

218 Comparative Plastid Genomics of Neotropical Bulbophyllum (Orchidaceae; Epidendroideae). Frontiers
in Plant Science, 2020, 11, 799. 1.7 24

219 Phylogenetics, classification and typification of extant horsetails (<i>Equisetum</i>, Equisetaceae).
Botanical Journal of the Linnean Society, 2019, 189, 311-352. 0.8 23

220 Implications of plastome evolution in the true lilies (monocot order Liliales). Molecular
Phylogenetics and Evolution, 2020, 148, 106818. 1.2 23

221
Phylogenetics of the Irano-Turanian taxa of<i>Limonium</i>(Plumbaginaceae) based on ITS nrDNA
sequences and leaf anatomy provides evidence for species delimitation and relationships of lineages.
Botanical Journal of the Linnean Society, 2013, 171, 519-550.
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222 A reappraisal of Maxillaria (Orchidaceae). Phytotaxa, 2015, 225, 1. 0.1 22

223 Molecular Studies of Subfamily Gilliesioideae (Alliaceae). Aliso, 2006, 22, 367-371. 0.4 22

224 A Monograph of Leochilus (Orchidaceae). Systematic Botany Monographs, 1986, 14, 1. 1.2 21
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226 An evaluation of taxonomic concepts of the widespread plant genus Aglaia and its allies across
Wallaceâ€™s Line (tribe Aglaieae, Meliaceae). Molecular Phylogenetics and Evolution, 2014, 73, 65-76. 1.2 21
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Too many species: morphometrics, molecular phylogenetics and genome structure of a Brazilian
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thought. Botanical Journal of the Linnean Society, 2021, 195, 161-188.
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228 Mitochondrial Data in Monocot Phylologenetics. Aliso, 2006, 22, 52-62. 0.4 21

229 Hybridization and speciation in angiosperms: a role for pollinator shifts?. BMC Biology, 2010, 8, 45. 1.7 20

230 Speciation and evolution in the Gagea reticulata species complex (Tulipeae; Liliaceae). Molecular
Phylogenetics and Evolution, 2012, 62, 624-639. 1.2 20

231 Evolutionary history and systematics of Campylocentrum (Orchidaceae: Vandeae: Angraecinae): a
phylogenetic and biogeographical approach. Botanical Journal of the Linnean Society, 2018, 186, 158-178. 0.8 20

232
Results from an online survey of family delimitation in angiosperms and ferns: recommendations to
the Angiosperm Phylogeny Group for thorny problems in plant classification. Botanical Journal of the
Linnean Society, 2015, 178, 501-528.
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233 Molecular phylogenetic relationships of Melanthiaceae (Liliales) based on plastid DNA sequences.
Botanical Journal of the Linnean Society, 2016, 181, 567-584. 0.8 19

234 Extensive plastid-nuclear discordance in a recent radiation of Nicotiana section Suaveolentes
(Solanaceae). Botanical Journal of the Linnean Society, 2020, 193, 546-559. 0.8 19
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235 Nuclear and plastid DNA sequences confirm the placement of the enigmaticCanacomyrica monticolain
Myricaceae. Taxon, 2006, 55, 349-357. 0.4 18

236 Analyses of amplified fragment length polymorphisms (AFLP) indicate rapid radiation of Diospyros
species (Ebenaceae) endemic to New Caledonia. BMC Evolutionary Biology, 2013, 13, 269. 3.2 18

237 Towards a monophyletic Licania: a new generic classification of the polyphyletic Neotropical genus
Licania (Chrysobalanaceae). Kew Bulletin, 2016, 71, 1. 0.4 18

238 UNEXPECTED DIVERSITY OF AUSTRALIAN TOBACCO SPECIES (<i>NICOTIANA</i> SECTION) Tj ET
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Systematics and evolution of the Old World Ebenaceae, a review with emphasis on the large
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252 Do Global Diversity Patterns of Vertebrates Reflect Those of Monocots?. PLoS ONE, 2013, 8, e56979. 1.1 10
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play critical role. Molecular Phylogenetics and Evolution, 2021, 157, 107062. 1.2 10
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reviews1012.1. 13.9 8
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272
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273 Global monocot diversification: geography explains variation in species richness better than
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and plastid DNA sequences and morphology. Phytotaxa, 2016, 263, 18. 0.1 4
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