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Phosphoproteomics reveals that Parkinson's disease Rinase LRRK2 regulates a subset of Rab GTPases.
ELife, 2016, 5, .

A single subunit, Dis3, is essentially responsible for yeast exosome core activity. Nature Structural 8.2 381
and Molecular Biology, 2007, 14, 15-22. :

Systematic proteomic analysis of LRRK2-mediated Rab GTPase phosphorylation establishes a connection
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Molecular Basis of Tubulin Transport Within the Cilium by IFT74 and IFT81. Science, 2013, 341, 1009-1012.

The Yeast Exosome Functions as a Macromolecular Cage to Channel RNA Substrates for Degradation.
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Structure of the Active Subunit of the Yeast Exosome Core, Rrp44: Diverse Modes of Substrate o7 175
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Intraflagellar transport proteins 172, 80, 57, 54, 38,Aand 20 form a stable tubulina€binding 78 162
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Trafficking of ciliary membrane proteins by the intraflagellar transport/BBSome machinery. Essays in
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Crystal structures of IFT70/52 and IFT52/46 provide insight into intraflagellar transport B core
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RNA channelling by the archaeal exosome. EMBO Reports, 2007, 8, 470-476.

Crystal structure of the intraflagellar transport complex 25/27. EMBO Journal, 2011, 30, 1907-1918. 7.8 108

Structural Basis of 34€2 End RNA Recognition and Exoribonucleolytic Cleavage by an Exosome RNase PH
Core. Molecular Cell, 2005, 20, 473-481.

Intraflagellar transport complex structure and cargo interactions. Cilia, 2013, 2, 10. 1.8 99

Mutations in TRAF3IP1/IFT54 reveal a new role for IFT proteins in microtubule stabilization. Nature

Communications, 2015, 6, 8666.

RNA polyadenylation in Archaea: not observed in Haloferax while the exosome polynucleotidylates as 82
RNA in Sulfolobus. EMBO Reports, 2005, 6, 1188-1193. :
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Structural basis for membrane targeting of the BBSome by ARL6. Nature Structural and Molecular

Biology, 2014, 21, 1035-1041.

The intraflagellar transport machinery in ciliary signaling. Current Opinion in Structural Biology, 5.7 79
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Biochemical Mapping of Interactions within the Intraflagellar Transport (IFT) B Core Complex. Journal
of Biological Chemistry, 2011, 286, 26344-26352.

The Exosome and the Proteasome: Nano-Compartments for Degradation. Cell, 2006, 125, 651-654. 28.9 69

Structural Studies of Ciliary Components. Journal of Molecular Biology, 2012, 422, 163-180.

RNA channelling by the eukaryotic exosome. EMBO Reports, 2010, 11, 936-942. 4.5 68

Mechanism of the Schiff Base Forming Fructose-1,6-bisphosphate Aldolase:A Structural Analysis of
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Structural Basis of Allosteric Regulation and Substrate Specificity of the Non-Phosphorylating
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Structural basis of outer dynein arm intraflagellar transport by the transport adaptor protein ODA16

and the intraflagellar transport protein IFT46. Journal of Biological Chemistry, 2017, 292, 7462-7473. 3.4 48

Crystal Structure of an Archaeal Class | Aldolase and the Evolution of (i2i+)8 Barrel Proteins. Journal of
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ARt Regulates a Rab11-Effector Switch Required for Ciliogenesis. Developmental Cell, 2019, 50, 70 45
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Structure of Rab113€“FIP3a€“Rabin8 reveals simultaneous binding of FIP3 and Rabin8 effectors to Rab11. 8.2 40
Nature Structural and Molecular Biology, 2015, 22, 695-702. :

Binding of IFT22 to the intraflagellar transport complex is essential for flagellum assembly. EMBO
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Getting tubulin to the tip of the cilium: One IFT train, many different tubulin cargo&€binding sites?. 05 36
BioEssays, 2014, 36, 463-467. :

Crystal structure of intraflagellar transport protein 80 reveals a homo-dimer required for

ciliogenesis. ELife, 2018, 7, .

Intraflagellar transport protein IFT52 recruits IFT46 to the basal body and flagella. Journal of Cell 20 35
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Nucleoside analogue activators of cyclic AMP-independent protein Rinase A of Trypanosoma. Nature
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Nse5/6 inhibits the Smc5/6 ATPase and modulates DNA substrate binding. EMBO Journal, 2021, 40,
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A WDR35-dependent coat protein complex transports ciliary membrane cargo vesicles to cilia. ELife,
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Membrane association and remodeling by intraflagellar transport protein I[FT172. Nature
Communications, 2018, 9, 4684.

Human IFT52 mutations uncover a novel role for the protein in microtubule dynamics and centrosome
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