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(Portunus trituberculatus). GigaScience, 2020, 9, .

Bacterial communities in the solid, liquid, dorsal, and ventral epithelium fractions of yak (<i>Bos) Tj ETQq0 0 0 rgBTsjgverloch‘th Tf50 6



20

22

24

26

28

30

32

34

36

ARTICLE IF CITATIONS
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Effect of supplemental dietary slowa€release urea on growth performance and physiological status of

dairy heifers. Animal Science Journal, 2018, 89, 966-971.

48 Giraffa camelopardalis. Trends in Genetics, 2021, 37, 860-861. 6.7 0



