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Are eastern and western monarch butterflies distinct populations? A review of evidence for
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Museum genomics reveals the Xerces blue butterfly ( Glaucopsyche xerces ) was a distinct species

driven to extinction. Biology Letters, 2021, 17, 20210123. 23 15

The evolution and genetics of sexually dimorphic 4€ duala€™ mimicry in the butterfly<i>Elymnias
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Divergence, gene flow, and the origin of leapfrog geographic distributions: The history of colour
pattern variation in <i>Phyllobates</i> poisond€eart frogs. Molecular Ecology, 2020, 29, 3702-3719.
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The roles of hybridization and habitat fragmentation in the evolution of Brazila€™s enigmatic longwing
butterflies, Heliconius nattereri and H. hermathena. BMC Biology, 2020, 18, 84.

Monarch butterflies use an environmentally sensitive, internal timer to control overwintering 3.9 37
dynamics. Molecular Ecology, 2019, 28, 3642-3655. )

Behaviour before beauty: Signal weighting during mate selection in the butterfly Papilio polytes.
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Butterfly Mimicry Polymorphisms Highlight Phylogenetic Limits of Gene Reuse in the Evolution of
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Frequency dependence shapes the adaptive landscape of imperfect Batesian mimicry. Proceedings of the 06 30
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Effectiveness of DNA Barcoding in Speyeria Butterflies at Small Geographic Scales. Diversity, 2018, 10, 17 10
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Female mate choice is a reproductive isolating barrier in <i>Heliconius</i> butterflies. Ethology, 2018,

124, 862-869.

Aristaless Controls Butterfly Wing Color Variation Used in Mimicry and Mate Choice. Current 3.9 79
Biology, 2018, 28, 3469-3474.e4. )

Experimental field tests of Batesian mimicry in the swallowtail butterfly <i>Papilio polytes</i>.
Ecology and Evolution, 2018, 8, 7657-7666.

The molecular genetic basis of herbivory between butterflies and their host plants. Nature Ecology 78 56
and Evolution, 2018, 2, 1418-1427. )
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Macroevolutionary shifts of <i>WntA</i> function potentiate butterfly wing-pattern diversity.
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The Functional Basis of Wing Patterning in<i>Heliconius</i>Butterflies: The Molecules Behind
Mimicry. Genetics, 2015, 200, 1-19.

Exploring the molecular basis of monarch butterfly color pattern variation. Pigment Cell and 3.3 3
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Outbred genome sequencing and CRISPR/Cas9 gene editing in butterflies. Nature Communications, 2015,
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Diversification of the silverspot butterflies (Nymphalidae) in the Neotropics inferred from
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Genomic takeover by transposable elements in the Strawberry poison frog. Molecular Biology and
Evolution, 2014, 35, 2913-2927.

Ancient homology underlies adaptive mimetic diversity across butterflies. Nature Communications,
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Serial founder effects and genetic differentiation during worldwide range expansion of monarch

butterflies. Proceedings of the Royal Society B: Biological Sciences, 2014, 281, 20142230.

Species boundaries in<i>Philaethria</i>butterflies: an integrative taxonomic analysis based on
enitalia ultrastructure, wing geometric morphometrics, DNA sequences, and amplified fragment 2.3 11
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Phylogeography of <i>Heliconius cydno</i> and its closest relatives: disentangling their origin and

diversification. Molecular Ecology, 2014, 23, 4137-4152.

The genetics of monarch butterfly migration and warning colouration. Nature, 2014, 514, 317-321. 27.8 264
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