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No association of CSF biomarkers with APOEA4, plaque and tangle burden in definite Alzheimer's

disease. Brain, 2007, 130, 2320-2326.

Alzheimer and Parkinson Diagnoses in Progranulin Null Mutation Carriers in an Extended Founder

Family. Archives of Neurology, 2007, 64, 1436. 45 143



38

40

42

NATHALIE BROUWERS

ARTICLE IF CITATIONS

Mutations other than null mutations producing a pathogenic loss of progranulin in frontotemporal

dementia. Human Mutation, 2007, 28, 416-416.

Association study of cholesterol-related genes in Alzheimerd€™s disease. Neurogenetics, 2007, 8, 179-188. 1.4 47

Promoter Mutations That Increase Amyloid Precursor-Protein Expression Are Associated with
Alzheimer Disease. American Journal of Human Genetics, 2006, 78, 936-946.

APP duplication is sufficient to cause early onset Alzheimer's dementia with cerebral amyloid 76 337
angiopathy. Brain, 2006, 129, 2977-2983. )

The UBQLN1 polymorphism, UBQ-8i, at 9922 is not associated with Alzheimer's disease with onset
before 70 years. Neuroscience Letters, 2006, 392, 72-74.

Alzheimer dementia caused by a novel mutation located in the APP C-terminal intracytosolic fragment. 05 62
Human Mutation, 2006, 27, 888-896. ’

Genetic risk and transcriptional variability of amyloid precursor protein in Alzheimer's disease. Brain,

2006, 129, 2984-2991.




