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Antioxidant and <i>inAvitro</i> cytogenotoxic properties of <i>Amburana cearensis<[i> (AllemA£0)
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Diversity of repetitive sequences within compact genomes of Phaseolus L. beans and allied genera
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Genome size evolution and chromosome numbers of species of the cryptanthoid complex
(Bromelioideae, Bromeliaceae) in a phylogenetic framework. Botanical Journal of the Linnean Society,
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Genome size and chromosome number conservation contrasting with karyotype diversity in
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LAITOR4HPC: A text mining pipeline based on HPC for building interaction networks. BMC 06
Bioinformatics, 2020, 21, 365. :

Genome composition and pollen viability of Jatropha (Euphorbiaceae) interspecific hybrids by Genomic
In Situ Hybridization (GISH). Genetics and Molecular Biology, 2019, 42, e20190112.

Chlorella vulgaris mixotrophic growth enhanced biomass productivity and reduced toxicity from

agro-industrial by-products. Chemosphere, 2018, 204, 344-350. 8.2 52

Karyotype heterogeneity in Philodendron s.|. (Araceae) revealed by chromosome mapping of rDNA loci.
PLoS ONE, 2018, 13, e0207318.

Karyotype and genome size comparative analyses among six species of the oilseed-bearing genus

Jatropha (Euphorbiaceae). Genetics and Molecular Biology, 2018, 41, 442-449. 1.3 8

Evaluation of cytogenotoxicity, antioxidant and hypoglycemiant activities of isolate compounds from
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Genotoxic potential of leaf extracts of Jatropha gossypiifolia L.. Genetics and Molecular Research,
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Chromosomal features ofFosterellaspecies (Bromeliaceae, Pitcairnioideae). Botanical Journal of the
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Chromosome markers confirm origin of Heliconia hybrids and triploids. Euphytica, 2016, 212, 501-514.

Accessing genetic diversity levels of Brazilian genotypes of castor with AFLP and ISSR markers.
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Unraveling the karyotype structure of the spurges Euphorbia hirta Linnaeus, 1753 and E. hyssopifolia
Linnaeus, 1753 (Euphorbiaceae) using genome size estimation and heterochromatin differentiation.
Comparative Cytogenetics, 2016, 10, 657-696.
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Cytotoxic and genotoxic effects of ethanolic extract of Euphorbia hyssopifolia L. on HepG2 cells.
Journal of Ethnopharmacology, 2015, 170, 16-19.

Intra- and interspecific chromosome polymorphisms in cultivated Cichorium L. species (Asteraceae).
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Biparental Chromosome Elimination in Artificial Interspecific Hybrids of <i>Pennisetum purpureumc</i>
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Chromatin differentiation between Vigna radiata (L.) R. Wilczek and V. unguiculata (L.) Walp.
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Different chromatin fractions of tomato (Solanum lycopersicum L.) and related species. Micron, 2009,
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Mitotic Microtubule Development and Histone H3 Phosphorylation in the Holocentric Chromosomes
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Mitotic instability in wheatA—Thinopyrum ponticum derivatives revealed by chromosome counting,
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The relationships among lemons, limes and citron: a chromosomal comparison. Cytogenetic and
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