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2020 taxonomic update for phylum Negarnaviricota (Riboviria: Orthornavirae), including the large

orders Bunyavirales and Mononegavirales. Archives of Virology, 2020, 165, 3023-3072. 21 184
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RNA 2 of Citrus psorosis virus is of negative polarity and has a single open reading frame in its
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20

22

24

26

28

30

32

34

36

MARIA L GARCAA

ARTICLE IF CITATIONS
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Biological and molecular characterization of tomato spotted wilt virus (TSWV) resistance&€breaking 0.4 9
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Citrus psorosis virus coat protein-derived hairpin construct confers stable transgenic resistance in
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