8

papers

13

all docs

1163117

2,969 8
citations h-index
13 13
docs citations times ranked

1372567
10

g-index

8978

citing authors



ARTICLE IF CITATIONS

JASPAR 2018: update of the open-access database of transcription factor binding profiles and its web
framework. Nucleic Acids Research, 2018, 46, D260-D266.

JASPAR 2020: update of the open-access database of transcription factor binding profiles. Nucleic 145 1.039
Acids Research, 2020, 48, D87-D92. : ¢

ReMap 2018: an updated atlas of regulatory regions from an integrative analysis of DNA-binding
ChlP-seq experiments. Nucleic Acids Research, 2018, 46, D267-D275.

A map of direct TF&€“DNA interactions in the human genome. Nucleic Acids Research, 2019, 47, e21-e21. 14.5 72

Beware the Jaccard: the choice of <b>similarity measure</b> is important and non-trivial in genomic
colocalisation analysis. Briefings in Bioinformatics, 2020, 21, 1523-1530.

ADVANCE database characterisation and fit for purpose assessment for multi-country studies on the

coverage, benefits and risks of pertussis vaccinations. Vaccine, 2020, 38, B8-B21. 3.8 17

MANTA2, update of the Mongo database for the analysis of transcription factor binding site

alterations. Scientific Data, 2018, 5, 180141.

Blood RNA expression profiles undergo major changes during the seventh decade. Oncotarget, 2016, 7, 18 1
71353-71361. :



