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Human cohesin compacts DNA by loop extrusion. Science, 2019, 366, 1345-1349.

A Peptide Mimicking VGLL4 Function Acts as a YAP Antagonist Therapy against Gastric Cancer. Cancer 16.8 476
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Structural insights into SUN-KASH complexes across the nuclear envelope. Cell Research, 2012, 22,
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The Rinase MST4 limits inflammatory responses through direct phosphorylation of the adaptor TRAF6.
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Architecture, substructures, and dynamic assembly of STRIPAK complexes in Hippo signaling. Cell 6.7 58
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DNA-binding mechanism of the Hippo pathway transcription factor TEAD4. Oncogene, 2017, 36,
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A nona€eanonical role of the p97 complex in <scp>RIG</scp>a€t antiviral signaling. EMBO Journal, 2015, 34,
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Structure of the MST4 in Complex with MO25 Provides Insights into Its Activation Mechanism.
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Structural Mechanism of CCM3 Heterodimerization with GCKIIl Kinases. Structure, 2013, 21, 680-688. 3.3 40

Striatins Contain a Noncanonical Coiled Coil That Binds Protein Phosphatase 2A A Subunit to Form a
2:2 Heterotetrameric Core of Striatin-interacting Phosphatase and Kinase (STRIPAK) Complex. Journal
of Biological Chemistry, 2014, 289, 9651-9661.

The Transitional Endoplasmic Reticulum ATPase p97 Regulates the Alternative Nuclear Factor NF-°B
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Structural Insights into Mitochondrial Antiviral Signaling Protein (MAVS)-Tumor Necrosis Factor
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Germinal center Rinases in immune regulation. Cellular and Molecular Immunology, 2012, 9, 439-445. 10.5 29
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Cryo-EM structure of VASH1-SVBP bound to microtubules. ELife, 2020, 9, .

Structural and biochemical studies of RIG-l antiviral signaling. Protein and Cell, 2013, 4, 142-154. 11.0 22

Structural insights into regulatory mechanisms of MO25-mediated kinase activation. Journal of
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Structural Insights into the C1q Domain of Caprin-2 in Canonical Wnt Signaling. Journal of Biological 3.4 16
Chemistry, 2014, 289, 34104-34113. :

Structure of MST2 SARAH domain provides insights into its interaction with RAPL. Journal of
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MST kinases in innate immune signaling. Cell Stress, 2018, 2, 4-13.
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Disruption of the RAG2 zinc finger motif impairs protein stability and causes immunodeficiency.
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