75

papers

76

all docs

136950

3,048 32
citations h-index
76 76
docs citations times ranked

189892
50

g-index

7169

citing authors



10

12

14

16

18

m

ARTICLE IF CITATIONS

RNF170 mutation causes autosomal dominant sensory ataxia with variable pyramidal involvement.
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Comprehensive analysis of neuronal guidance cue expression regulation during
monocyte-to-macrophage differentiation reveals post-transcriptional regulation of semaphorin7A by
the RNA-binding protein quaking. Innate Immunity, 2021, 27, 118-132.

<scp><i>IQSEC2<[i> <[scp> disorder: A new disease entity or a Rett spectrum continuum?. Clinical 20 1
Genetics, 2021, 99, 462-474. :

<scp><i>MED27<[i> <[scp> Variants Cause Developmental Delay, Dystonia, and Cerebellar Hypoplasia.
Annals of Neurology, 2021, 89, 828-833.
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Biological concepts in human sodium channel epilepsies and their relevance in clinical practice. 51 65
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De Novo SOX6 Variants Cause a Neurodevelopmental Syndrome Associated with ADHD,
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Enabling Global Clinical Collaborations on Identifiable Patient Data: The Minerva Initiative. Frontiers
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