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HIV-1 infections with multiple founders associate with the development of neutralization breadth.

PLoS Pathogens, 2022, 18, e1010369.

Does HIV-1 virulence matter in the ART era?. Med, 2022, 3,217-219. 4.4 0

Factors influencing estimates of HIV-1 infection timing using BEAST. PLoS Computational Biology, 2021,
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RV144 vaccine imprinting constrained HIV-1 evolution following breakthrough infection. Virus 4.9 5
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Characterizing and Comparing Phylogenetic Trait Data from Their Normalized Laplacian Spectrum.
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A SARS-CoV-2 vaccine candidate would likely match all currently circulating variants. Proceedings of
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Molecular dating and viral load growth rates suggested that the eclipse phase lasted about a week in
HIV-1 infected adults in East Africa and Thailand. PLoS Pathogens, 2020, 16, e1008179.

A non- Farametrlc analytic framework for within-host viral phylogenies and a test for HIV-1 founder
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Detecting Environment-Dependent Diversification From Phylogenies: A Simulation Study and Some
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Clade-specific diversification dynamics of marine diatoms since the Jurassic. Nature Ecology and 78 40
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Human cerebral organoids recapitulate gene expression programs of fetal neocortex development.
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Human-specific gene <i>ARHGAP11B«[i> promotes basal progenitor amplification and neocortex 19.6 487
expansion. Science, 2015, 347, 1465-1470. :



20

22

24

26

28

ErRIC LEWITUS

ARTICLE IF CITATIONS

An Adaptive Threshold in Mammalian Neocortical Evolution. PLoS Biology, 2014, 12, e1002000.
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Progenitor Networking in the Fetal Primate Neocortex. Neuron, 2013, 80, 259-262.
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