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Secondary structure and backbone resonance assignments for human interleukin-13. Journal of 0.8 5
Biomolecular NMR, 2001, 19, 93-94. ’

Intramolecular Binding of a Proximal PP<sub>Il</sub> Helix to an SH3 Domain in the Fusion Protein
SH3<sub>Hck</[sub>: PP<sub>ll<[sub> <sub>hCAP<[sub>. Cell Biochemistry and Biophysics, 2001, 35,
115-126.

Implications of SH3 Domain Structure and Dynamics For Protein Regulation and Drug Design. Cell 18 35
Biochemistry and Biophysics, 2001, 35, 127-140. :

A simple and inexpensive preparation of perdeuterated sorbitol for use as a biomacromolecule
stabilization agent in NMR studies. Journal of Biomolecular NMR, 2000, 16, 339-342.

The structure of the transcriptional antiterminator NusB from Escherichia coli. Nature Structural o7 21
Biology, 2000, 7, 470-474. )

Dynamics of the HcRa4€6H3 domain: Comparison of experiment with multiple molecular dynamics
simulations. Protein Science, 2000, 9, 95-103.

An NMR Eerriment for Measuring Methyld”Methyl NOEs in13C-Labeled Proteins with High Resolution. 13.7 86
Journal of the American Chemical Society, 1998, 120, 7617-7625. )

Solution structure of the human Hck SH3 domain and identification of its ligand binding site. Journal

of Molecular Biology, 1998, 278, 253-265.

Solution dynamics of the 1,2,3,4,6-penta-O-acetyl-alpha-D-idopyranose ring. Glycoconjugate Journal, 07 16
1997, 14, 691-696. ’



# ARTICLE IF CITATIONS

Picosecond dynamics of simple monosaccharides as probed by NMR and molecular dynamics
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