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Understanding the language of Lys36 methylation at histone H3. Nature Reviews Molecular Cell
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An open and shut case for the role of NSD proteins as oncogenes. Transcription, 2011, 2, 158-161. 3.1 25

The function of classical and alternative non-homologous end-joining pathways in the fusion of
dysfunctional telomeres. EMBO Journal, 2010, 29, 2598-2610.

Role for the nuclear receptor-binding SET domain protein 1 (NSD1) methyltransferase in coordinating
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Regulation of DNA Repair through DeSUMOylation and SUMOylation of Replication Protein A Complex.
Molecular Cell, 2010, 39, 333-345.
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Entry and Genomic Stability. Journal of Biological Chemistry, 2008, 283, 19478-19488. )
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hSnm1 Colocalizes and Physically Associates with 53BP1 before and after DNA Damage. Molecular and
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Negative Cell Cycle Regulation and DNA Damage-inducible Phosphorylation of the BRCT Protein 53BP1. 3.4 83
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Role for a Xenopus Orc2-related protein in controlling DNA replication. Nature, 1996, 379, 357-360.
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