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Growth asymmetry precedes differential auxin response during apical hook initiation in

<i>Arabidopsis</i>. Journal of Integrative Plant Biology, 2022, 64, 5-22.

Arabidopsis PUB2 and PUB4 connect signaling components of patterna€triggered immunity. New 73 17
Phytologist, 2022, 233, 2249-2265. :
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and immunity. Plant Physiology, 2022, 190, 206-210.
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infection. New Phytologist, 2021, 230, 1126-1141. )

SPAAC-NAD-seq, a sensitive and accurate method to profile NAD <sup>+</sup> -capped transcripts.
Proceedings of the National Academy of Sciences of the United States of America, 2021, 118, .

Use of NAD tagSeq Il to identify growth phase-dependent alterations in <i>E. coli</i> RNA NAD
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America, 2021, 118, .

AtHDAG functions as an H3K18ac eraser to maintain pericentromeric CHG methylation in Arabidopsis
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<i>Arabidopsis</i> DXO1 possesses deNADding and exonuclease activities and its mutation affects
defensea€related and photosynthetic gene expression. Journal of Integrative Plant Biology, 2020, 62, 8.5 29
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New insights into Arabidopsis transcriptome complexity revealed by direct sequencing of native RNAs.
Nucleic Acids Research, 2020, 48, 7700-7711.

NAD tagSeq for transcriptome-wide identification and characterization of NAD+-capped RNAs. Nature 12.0 13
Protocols, 2020, 15, 2813-2836. :

Emerging Roles of microRNAs in Plant Heavy Metal Tolerance and Homeostasis. Journal of
Agricultural and Food Chemistry, 2020, 68, 1958-1965.

Analyzing and Predicting Phloem Mobility of Macromolecules with an Online Database. Methods in 0.9 o
Molecular Biology, 2019, 2014, 433-438. ’

Redoxa€sensitive <scp>bZIP<[scp>68 plays a role in balancing stress tolerance with growth in
Arabidopsis. Plant Journal, 2019, 100, 768-783.

NAD <sup>+<[sup> -capped RNAs are widespread in the <i>Arabidopsis</i> transcriptome and can
probably be translated. Proceedings of the National Academy of Sciences of the United States of 7.1 77
America, 2019, 116, 12094-12102.

NAD tagSeq reveals that NAD <sup>+<[sup> -capped RNAs are mostly produced from a large number of
protein-coding genes in <i>Arabidopsis</i>. Proceedings of the National Academy of Sciences of the
United States of America, 2019, 116, 12072-12077.

Redox Proteome Perturbation in Arabidopsis upon Pseudomonas syringae Infection. Journal of
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Bisphenol S induced epigenetic and transcriptional changes in human breast cancer cell line MCF-7.
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Signal motifs-dependent ER export of Qc-SNARE BET12 interacts with MEMB12 and affects PR1

trafficking in <i>Arabidopsis</i>. Journal of Cell Science, 2018, 131, . 2.0 39
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The caseinolytic protease complex component CLPC1 in Arabidopsis maintains proteome and RNA

homeostasis in chloroplasts. BMC Plant Biology, 2018, 18, 192.

EXTRA-LARGE G PROTEINSs Interact with E3 Ligases PUB4 and PUB2 and Function in Cytokinin and

20 Developmental Processes. Plant Physiology, 2017, 173, 1235-1246.
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Arabidopsis PARG1 is the key factor promoting cell survival among the enzymes regulating
post-translational poly(ADP-ribosyl)ation. Scientific Reports, 2015, 5, 15892.

Systemsa€bevel quantification of division timing reveals a common genetic architecture controlling

24 asynchrony and fate asymmetry. Molecular Systems Biology, 2015, 11, 814.
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Two domain-disrupted hdaé alleles have opposite epigenetic effects on transgenes and some
endogenous targets. Scientific Reports, 2015, 5, 17832.
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AtDsPTP1 acts as a negative regulator in osmotic stress signalling during Arabidopsis seed
germination and seedling establishment. Journal of Experimental Botany, 2015, 66, 1339-1353.

Analysis of different strategies adapted by two cassava cultivars in response to drought stress:
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Proteomic identification of early salicylate- and flg22-responsive redox-sensitive proteins in
Arabidopsis. Scientific Reports, 2015, 5, 8625.
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TheArabidopsisgeneDIG6encodes a large 60S subunit nuclear export GTPase 1 that is involved in
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Experimental Botany, 2015, 66, 6863-6875.

Identification of redoxa€sensitive cysteines in the Arabidopsis proteome using OxiTRAQ, a quantitative

redox proteomics method. Proteomics, 2014, 14, 750-762. 2.2 81
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Methods for Analysis of Disease Resistance and the Defense Response in Arabidopsis. Methods in
Molecular Biology, 2013, 1043, 55-66.

Analysis of banana transcriptome and global gene expression profiles in banana roots in response to
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851.

The ammonium/nitrate ratio is an input signal in the temperaturea€modulated,
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The Arabidopsis Ud€“box/<scp>ARMc<[scp> repeat E3 ligase At<scp>PUB</[scp>4 influences growth and
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An extracellular aspartic protease functions in Arabidopsis disease resistance signaling. EMBO
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Cloning and characterization of CER2, an Arabidopsis gene that affects cuticular wax accumulation..
Plant Cell, 1996, 8, 1291-1304.

The Role of Meiotic Recombination in Generating Novel Genetic Variability. , 1996, , 103-110. 3
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