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Zootaxa, 2021, 5022, 1-72. 0.5 1

26 The significance of tree-tree interactions for forest ecosystem functioning. Basic and Applied
Ecology, 2021, 55, 33-52. 2.7 38

27 Reprint of: Tree diversity promotes predatory wasps and parasitoids but not pollinator bees in a
subtropical experimental forest. Basic and Applied Ecology, 2021, 55, 124-132. 2.7 0
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