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Role of sirtuins in lifespan regulation is linked to methylation of nicotinamide. Nature Chemical
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Proteomic Analysis of the Eyespot of Chlamydomonas reinhardtii Provides Novel Insights into Its
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Biogenesis of peroxisomes. FEBS Journal, 2005, 272, 2362-2372.

Effect of substrate competition in kinetic models of metabolic networks. FEBS Letters, 2013, 587,
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G3BPs tether the TSC complex to lysosomes and suppress mTORC1 signaling. Cell, 2021, 184, 655-674.e27.

Upregulation of tryptophanyl-tRNA synthethase adapts human cancer cells to nutritional stress

caused by tryptophan degradation. Oncolmmunology, 2018, 7, e1486353. 46 62

Analysis of the Phosphoproteome of Chlamydomonas reinhardtii Provides New Insights into Various
Cellular Pathways. Eukaryotic Cell, 2006, 5, 457-468.

Keeping the balance in NAD metabolism. Biochemical Society Transactions, 2019, 47, 119-130. 3.4 58

Human long intrinsically disordered protein regions are frequent targets of positive selection.
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The PI3K and MAPK/p38 pathways control stress granule assembly in a hierarchical manner. Life Science 0.8 49
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Quantitative Model of Cell Cycle Arrest and Cellular Senescence in Primary Human Fibroblasts. PLoS
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Suppression of indoleamine-2,3-dioxygenase 1 expression by promoter hypermethylation in ER-positive
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?/poxia Inducible Factor 17+ Inhibits the Expression of Immunosuppressive Tryptophan-2,3-Dioxygenase in
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Temperature compensation and entrainment in circadian rhythms. Physical Biology, 2012, 9, 036011. 1.8 21
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Multi-scale modeling of drug binding Rinetics to predict drug efficacy. Cellular and Molecular Life
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Modeling temperature entrainment of circadian clocks using the Arrhenius equation and a
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Chemical Analog Computers for Clock Frequency Control Based on P Modules. Lecture Notes in
Computer Science, 2012, , 182-202.
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Early Evolutionary Selection of NAD Biosynthesis Pathway in Bacteria. Metabolites, 2022, 12, 569. 2.9 3

Combined Metabolic and Chemical (CoMetChem) Labeling Using Stable Isotopesa€”a Strategy to Reveal
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Natural isotope correction improves analysis of protein modification dynamics. Analytical and
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Investigation of Peroxisome Biogenesis Revealed Possible New Roles for Autophagy Components.
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