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An oxyl/oxo mechanism for oxygen-oxygen coupling in PSll revealed by an x-ray free-electron laser.
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A temperature-controlled cold-gas humidifier and its application to protein crystals with the

humid-air and glue-coating method. Journal of Applied Crystallography, 2019, 52, 699-705. 45 o

An unprecedented dioxygen species revealed by serial femtosecond rotation crystallography in copper
nitrite reductase. IUCrJ, 2018, 5, 22-31.

Development of a dose-limiting data collection strategy for serial synchrotron rotation

crystallography. Journal of Synchrotron Radiation, 2017, 24, 29-41. 2.4 39
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Novel Features of Eukaryotic Photosystem Il Revealed by Its Crystal Structure Analysis from a Red
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Determination of Damage-free Crystal Structure of an X-ray Sensitive Protein Using XFEL. Nihon
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Native structure of photosystem Il at 1.95AA... resolution viewed by femtosecond X-ray pulses. Nature,
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