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Single-Cell Analysis of the Pan-Cancer Immune Microenvironment and scTIME Portal. Cancer .4 35
Immunology Research, 2021, 9, 939-951. :

Tumor-initiating stem cell shapes its microenvironment into an immunosuppressive barrier and
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Competition between PAF1 and MLL1/COMPASS confers the opposing function of LEDGF/p75 in HIV

latency and proviral reactivation. Science Advances, 2020, 6, eaaz8411. 10.3 13

Protein lysine de-2-hydroxyisobutyrylation by CobB in prokaryotes. Science Advances, 2019, 5, eaaw6703.

ClusterMap: compare multiple single cell RNA-Seq datasets across different experimental conditions.
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Recent advances in understanding intestinal stem cell regulation. FLOOOResearch, 2019, 8, 72.

A Carcinogen-induced mouse model recapitulates the molecular alterations of human muscle invasive 5.9 102
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