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Journal of Ecology, 2022, 110, 1005-1009.

Phenotypic plasticity drives phenological changes in a Mediterranean blue tit population. Journal of 17 °
Evolutionary Biology, 2022, 35, 347-359. :

Disturbance and indirect effects of climate warming support a plant invader in mountains. Oikos,
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Heritability of a resting heart rate in a 20-year follow-up family cohort with GWAS data: Insights from
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Predicting population genetic change in an autocorrelated random environment: Insights from a
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Climate dependent heating efficiency in the common lizard. Ecology and Evolution, 2020, 10, 8007-8017. 1.9 9

Consequences of space sharing on individual phenotypes in the New Zealand hihi. Evolutionary
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Polygenic basis for adaptive morphological variation in a threatened Aotearoa | New Zealand bird, the
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Hitchhiking consequences for genetic and morphological patterns: the influence of kelp-rafting on a
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Fluctuating optimum and temporally variable selection on breeding date in birds and mammals.
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On the relevance of Bayesian statistics and MCMC for animal models. Journal of Animal Breeding and 20 13
Genetics, 2019, 136, 339-340. :
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the New Zealand hihi. Evolutionary Applications, 2019, 12, 482-497.

Directional selection on body size but no apparent survival cost to being large in wild New Zealand
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Little Adaptive Potential in a Threatened Passerine Bird. Current Biology, 2019, 29, 889-894.e3.
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via Rubind€™s Rules in Comparative Analysis. Systematic Biology, 2019, 68, 632-641. 5.6 33
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Fixeda€effect variance and the estimation of repeatabilities and heritabilities: issues and solutions. 17 73
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Consumer functional responses under intra- and inter-specific interference competition. Ecological

37 Modelling, 2011, 222, 419-426.




