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Sequencing of mitochondrial genomes using the Precision ID mtDNA Whole Genome Panel.
Electrophoresis, 2018, 39, 2766-2775.

Evaluation of the Precision ID Ancestry Panel for crime case work: A SNP tyFing assay developed for

typing of 165 ancestral informative markers. Forensic Science International: Genetics, 2017, 28, 138-145. 3.1 82

Typing of two Middle Eastern populations with the Precision ID Ancestry Panel. Forensic Science
International: Genetics Supplement Series, 2017, 6, e301-e302.

Analysis of 16 autosomal STR loci in Uyghur and Kazakh populations from Xinjiang, China. Forensic

Science International: Genetics Supplement Series, 2017, 6, e537-e538. 0.3 o

Analysis of ancestry informative markers in three main ethnic groups from Ecuador supports a

trihybrid origin of Ecuadorians. Forensic Science International: Genetics, 2017, 31, 29-33.

Genomic and immunohistochemical characterisation of a lacrimal gland oncocytoma and review of 18 15
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