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How worms survive desiccation. Worm, 2012, 1, 61-65.

3D Profile-Based Approach to Proteome-Wide Discovery of Novel Human Chemokines. PLoS ONE, 2012, 7, 05 6
e36151. )

The Role of Water H-Bond Imbalances in B-DNA Substate Transitions and Peptide Recognition Revealed
by Time-Resolved FTIR Spectroscopy. Journal of the American Chemical Society, 2011, 133, 5834-5842.

Eu3+-Mediated Polymerization of Benzenetetracarboxylic Acid Studied by Spectroscopy,
Temperature-Dependent Calorimetry, and Density Functional Theory. Inorganic Chemistry, 2011, 50, 4.0 16
5451-5459.

Trehalose Renders the Dauer Larva of Caenorhabditis elegans Resistant to Extreme Desiccation.

Current Biology, 2011, 21, 1331-1336.

Photoluminescence of Uranium(VI): Quenching Mechanism and Role of Uranium(V). Chemistry - A

European Journal, 2010, 16, 8029-8033. 3.3 33



38

40

42

44

46

48

50

52

54

KARIM FAHMY

ARTICLE IF CITATIONS

S-Layer protein from«<i>Lysinibacillus sphaericus</i>JG-A12 as matrix for Au<sup>lll</sup>sorption and

Au-nanoparticle formation. Spectroscopy, 2010, 24, 177-181.

Heterologous expression of the surface-layer-like protein SlIB induces the formation of long
filaments of Escherichia coli consisting of protein-stabilized outer membrane. Microbiology (United) Tj ETQqO 0 O rgBl /Overleck 10 Tf 5

Aqueous coordination chemistry and photochemistry of uranyl(vi) oxalate revisited: a density
functional theory study. Dalton Transactions, 2010, 39, 10953.

Lipid Protein Interactions Couple Protonation to Conformation in a Conserved Cytosolic Domain of G 3.4 19
Protein-coupled Receptors. Journal of Biological Chemistry, 2009, 284, 28801-28809. )

Cross-Correlation of Fluorescence-Quenching and Infrared Absorption in the Study of Protein Ligand
Binding Sites. Biophysical Journal, 2009, 96, 384a.

Secondary Structure and Compliance of a Predicted Flexible Domain in Kinesin-1 Necessary for

Cooperation of Motors. Biophysical Journal, 2008, 95, 5216-5227. 0.5 22

Linkage Between the Intramembrane H-bond Network Around Aspartic Acid 83 and the Cytosolic
Environment of Helix 8 in Photoactivated Rhodopsin. Journal of Molecular Biology, 2007, 366, 1129-1141.

Synthesis and Biological Evaluation of a New Type of 99mTechnetium-Labeled Fatty Acid for Myocardial

Metabolism Imaging. Bioconjugate Chemistry, 2007, 18, 216-230. 3.6 39

Flavonoids Affect Actin Functions in Cytoplasm and Nucleus. Biophysical Journal, 2007, 93, 2767-2780.

Secondary Structure and Pd(ll) Coordination in S-Layer Proteins from Bacillus sphaericus Studied by

Infrared and X-Ray Absorption Spectroscopy. Biophysical Journal, 2006, 91, 996-1007. 0.5 [

Metal binding by bacteria from uranium mining waste piles and its technological applications.
Biotechnology Advances, 2006, 24, 58-68.

Structure and pH sensitivity of the transmembrane segment 3 of rhodopsin. Biopolymers, 2006, 82, 5
329-333. 4 2

Conserved High Affinity Ligand Binding and Membrane Association in the Native and Refolded
Extracellular Domain of the Human Glycine Receptor |+1-Subunit. Journal of Biological Chemistry, 2004,
279, 1627-1636.

Properties and Planned Use of the Intense THz Radiation from ELBE at Dresden-Rossendorf. Journal of 15 3
Biological Physics, 2003, 29, 303-307. :

Suramin Affects Coupling of Rhodopsin to Transducin. Biophysical Journal, 2002, 82, 793-802.

Receptor-dependent G-protein activation in lipidic cubic phase. Biopolymers, 2002, 67, 167-177. 2.4 7

Ftir- and Fluorescence-Spectroscopic Analyses of Receptor G-Protein Coupling in Photoreception.

Current Organic Chemistry, 2002, 6, 1259-1284.

[13] Structural determinants of active state conformation of rhodopsin: Molecular biophysics 10 18
approaches. Methods in Enzymology, 2000, 315, 178-196. :



56

58

60

62

64

66

68

70

KARIM FAHMY

ARTICLE IF CITATIONS
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