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1 Molecular insights into AabZIP1-mediated regulation on artemisinin biosynthesis and drought
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2 AaSPL9 affects glandular trichomes initiation by positively regulating expression of AaHD1 in
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3 The transcription factors TLR1 and TLR2 negatively regulate trichome density and artemisinin levels in
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4 The truncated AaActin1 promoter is a candidate tool for metabolic engineering of artemisinin
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5 Overexpression of blue light receptor <i>AaCRY1</i> improves artemisinin content in <i>Artemisia
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6 The WRKY transcription factor AaGSW2 promotes glandular trichome initiation in <i>Artemisia
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7 Jasmonateâ€• and abscisic acidâ€•activated AaGSW1â€•AaTCP15/AaORA transcriptional cascade promotes
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8 AaWRKY4 upregulates artemisinin content through boosting the expressions of key enzymes in
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9 An R2R3-MYB Transcription Factor Positively Regulates the Glandular Secretory Trichome Initiation in
Artemisia annua L.. Frontiers in Plant Science, 2021, 12, 657156. 3.6 36

10 An HDâ€•ZIPâ€•MYB complex regulates glandular secretory trichome initiation in <i>Artemisia annua</i>.
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Transcriptomic analysis reveals the parallel transcriptional regulation of UV-B-induced artemisinin
and flavonoid accumulation in Artemisia annua L.. Plant Physiology and Biochemistry, 2021, 163,
189-200.
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12 AaMYB15, an R2R3-MYB TF in Artemisia annua, acts as a negative regulator of artemisinin biosynthesis.
Plant Science, 2021, 308, 110920. 3.6 21

13 AaWRKY9 contributes to lightâ€• and jasmonateâ€•mediated to regulate the biosynthesis of artemisinin in
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14 AaWRKY17, a positive regulator of artemisinin biosynthesis, is involved in resistance to Pseudomonas
syringae in Artemisia annua. Horticulture Research, 2021, 8, 217. 6.3 21

15 A high-efficiency Agrobacterium-mediated transient expression system in the leaves of Artemisia annua
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16 Transcriptional regulation of flavonoid biosynthesis in <i>Artemisia annua</i> by AaYABBY5.
Horticulture Research, 2021, 8, 257. 6.3 24

17
The ameliorative effects of exogenous inoculation of Piriformospora indica on molecular,
biochemical and physiological parameters of Artemisia annua L. under arsenic stress condition.
Ecotoxicology and Environmental Safety, 2020, 206, 111202.

6.0 28

18 AaABCG40 Enhances Artemisinin Content and Modulates Drought Tolerance in Artemisia annua.
Frontiers in Plant Science, 2020, 11, 950. 3.6 11
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19 Diversity and versatile functions of metallothioneins produced by plants: A review. Pedosphere, 2020,
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Comprehensive Map of the <i>Artemisia annua</i> Proteome and Quantification of Differential Protein
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23 High-Level Patchoulol Biosynthesis in Artemisia annua L.. Frontiers in Bioengineering and
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24 Matching is the Key Factor to Improve the Production of Patchoulol in the Plant Chassis of
<i>Marchantia paleacea</i>. ACS Omega, 2020, 5, 33028-33038. 3.5 8

25 CrERF5, an AP2/ERF Transcription Factor, Positively Regulates the Biosynthesis of Bisindole Alkaloids
and Their Precursors in Catharanthus roseus. Frontiers in Plant Science, 2019, 10, 931. 3.6 47

26 Stress associated protein 1 regulates the development of glandular trichomes in Artemisia annua.
Plant Cell, Tissue and Organ Culture, 2019, 139, 249-259. 2.3 13
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The YABBY Family Transcription Factor AaYABBY5 Directly Targets Cytochrome P450 Monooxygenase
(CYP71AV1) and Double-Bond Reductase 2 (DBR2) Involved in Artemisinin Biosynthesis in Artemisia
Annua. Frontiers in Plant Science, 2019, 10, 1084.
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28 Biological Activities of Artemisinins Beyond Anti-Malarial: a Review. Tropical Plant Biology, 2019, 12,
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29 Light-Induced Artemisinin Biosynthesis Is Regulated by the bZIP Transcription Factor AaHY5 in
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30 The cold-induced transcription factor bHLH112 promotes artemisinin biosynthesis indirectly via ERF1 in
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31 Interaction of bZIP transcription factor TGA6 with salicylic acid signaling modulates artemisinin
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32 The SPB-Box Transcription Factor AaSPL2 Positively Regulates Artemisinin Biosynthesis in Artemisia
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33 Jasmonic acidâ€•responsive AabHLH1 positively regulates artemisinin biosynthesis in <i>Artemisia
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34 Harmonic emission level assessment method based on parameter identification analysis. IET
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35 The Transcription Factor Aabzip9 Positively Regulates the Biosynthesis of Artemisinin in Artemisia
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Artemisinin Biosynthesis. Molecular Plant, 2018, 11, 776-788. 8.3 205
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38 ARTEMISININ BIOSYNTHESIS PROMOTING KINASE 1 positively regulates artemisinin biosynthesis through
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annua</i>. Science Advances, 2018, 4, eaas9357. 10.3 101
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43 AaEIN3 Mediates the Downregulation of Artemisinin Biosynthesis by Ethylene Signaling Through
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45 Promotion of artemisinin content in Artemisia annua by overexpression of multiple artemisinin
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47 Glandular trichome-specific expression of alcohol dehydrogenase 1 (ADH1) using a promoter-GUS
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48 <scp>GLANDULAR TRICHOME</scp>â€•<scp>SPECIFIC WRKY</scp> 1 promotes artemisinin biosynthesis in
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50 Molecular cloning, characterization, and promoter analysis of the isochorismate synthase (AaICS1)
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51 <scp>HOMEODOMAIN PROTEIN</scp> 1 is required for jasmonateâ€•mediated glandular trichome
initiation in <i>Artemisia annua</i>. New Phytologist, 2017, 213, 1145-1155. 7.3 170

52 AaPDR3, a PDR Transporter 3, Is Involved in Sesquiterpene Î²-Caryophyllene Transport in Artemisia annua.
Frontiers in Plant Science, 2017, 8, 723. 3.6 50

53 Transcriptome Analysis of Genes Associated with the Artemisinin Biosynthesis by Jasmonic Acid
Treatment under the Light in Artemisia annua. Frontiers in Plant Science, 2017, 8, 971. 3.6 69

54 Overexpression of<i>AaWRKY1</i>Leads to an Enhanced Content of Artemisinin in<i>Artemisia
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transgenic <i>Artemisia annua</i> L.. Biotechnology and Applied Biochemistry, 2016, 63, 834-840. 3.1 5
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Overexpression of a Novel NAC Domain-Containing Transcription Factor Gene (<i>AaNAC1</i>)
Enhances the Content of Artemisinin and Increases Tolerance to Drought and<i>Botrytis
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58 The jasmonateâ€•responsive Aa<scp>MYC</scp>2 transcription factor positively regulates artemisinin
biosynthesis in <i>Artemisia annua</i>. New Phytologist, 2016, 210, 1269-1281. 7.3 230

59 Characterization of a trichome-specific promoter of the aldehyde dehydrogenase 1 (ALDH1) gene in
Artemisia annua. Plant Cell, Tissue and Organ Culture, 2016, 126, 469-480. 2.3 15

60 Transcriptional regulation of artemisinin biosynthesis in Artemisia annua L.. Science Bulletin, 2016, 61,
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A simple and rapid HPLC-DAD method for simultaneously monitoring the accumulation of alkaloids
and precursors in different parts and different developmental stages of Catharanthus roseus plants.
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Lettuce. PLoS ONE, 2016, 11, e0148490. 2.5 19

65 Microgrid modeling and simulation scenario design for power quality analysis. , 2015, , . 6
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70 Progress in NMR-based metabolomics of Catharanthus roseus. Frontiers of Agricultural Science and
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72 Overexpression of Allene Oxide Cyclase Improves the Biosynthesis of Artemisinin in Artemisia annua L..
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