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Molecular Reproduction and Development, 2007, 74, 665-673.

1.0 59

20
Molecular cloning and functional characterization of spexin in orange-spotted grouper ( Epinephelus) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 707 Td (coioides ). Comparative Biochemistry and Physiology - B Biochemistry and Molecular Biology, 2016,

196-197, 85-91.
0.7 50
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