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16 Interleukin-1Î² gene in orange-spotted grouper, Epinephelus coioides: Molecular cloning, expression,
biological activities and signal transduction. Molecular Immunology, 2008, 45, 857-867. 2.2 62

17 Genetic Evidence for Multifactorial Control of the Reproductive Axis in Zebrafish. Endocrinology,
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by LH signaling in zebrafish. Scientific Reports, 2016, 6, 28545. 3.3 49
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-feeding withdrawal in the protogynous orange-spotted grouperâ€ . Biology of Reproduction, 2017, 97,
324-333.
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32 Intracellular TLR22 acts as an inflammation equalizer via suppression of NF-ÎºB and selective activation
of MAPK pathway in fish. Fish and Shellfish Immunology, 2018, 72, 646-657. 3.6 32

33 Discovery of four estrogen receptors and their expression profiles during testis recrudescence in
male Spinibarbus denticulatus. General and Comparative Endocrinology, 2008, 156, 265-276. 1.8 31

34 Goldfish neurokinin B: Cloning, tissue distribution, and potential role in regulating reproduction.
General and Comparative Endocrinology, 2015, 221, 267-277. 1.8 31

35
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