11

papers

11

all docs

1307594

316 7
citations h-index
11 11
docs citations times ranked

1281871
11

g-index

443

citing authors



10

ARTICLE IF CITATIONS

Heat shock induces premature transcript termination and reconfigures the human transcriptome.
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Biochemical characterization of the helicase Senl provides new insights into the mechanisms of
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Recombinant expression library of Pyrococcus furiosus constructed by high-throughput cloning: a
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Chlamydophila pneumoniae endonuclease IV prefers to remove mismatched 34€2 ribonucleotides:
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Expression, purification and biochemical characterization of Methanocaldococcus jannaschii DNA
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proofreading of 3&€2-mismatched RNA primers in DNA replication. Nucleic Acids Research, 2013, 41,
5817-5826.




