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ARTICLE IF CITATIONS

Hemimethylation of CpG dyads is characteristic of secondary DMRs associated with imprinted loci and

correlates with 5-hydroxymethylcytosine at paternally methylated sequences. Epigenetics and
Chromatin, 2019, 12, 64.

Asymmetric DNA methylation of CpG dyads is a feature of secondary DMRs associated with the

DIR1/Gtl2 imprinting cluster in mouse. Epigenetics and Chromatin, 2017, 10, 31. 3.9 8

Analysis of DNA methylation acquisition at the imprinted DIR1 locus reveals asymmetry at CpG dyads.
Epigenetics and Chromatin, 2014, 7, 9.

Establishment of paternal allele-specific DNA methylation at the imprinted mouse<i>Gtl2<[i>locus. 97 a1
Epigenetics, 2011, 6, 1012-1020. :

Differential methylation persists at the mouse<i>Rasgrfl</i>DMR in tissues displaying monoallelic and
biallelic expression. Epigenetics, 2009, 4, 241-247.

Methylation at mouse Cdknlc is acquired during postimplantation development and functions to

maintain imprinted expression. Genomics, 2004, 84, 961-970. 29 62

Acquisition of theH19Methylation Imprint Occurs Differentially on the Parental Alleles during

Spermatogenesis. Genomics, 1999, 58, 18-28.




