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Green synthesis, characterization and antimicrobial activity of Au NPs using Euphorbia hirta L. leaf
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NF-2B activation and proinflammatory cytokines mediated protective effect of Indigofera caerulea
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Green synthesis and characterisation of Ag NPs using aqueous extract ofPhyllanthus
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Evaluation of phytochemical constituents and antioxidant activities of successive solvent extracts of
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Inhibition of Pore Formation by Blocking the Assembly of Staphylococcus aureus I+-Hemolysin Through
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A Multidisciplinary Study to Evaluate the Anti-quorum Sensing Ability of Phyto-compounds in Jacq.

28 Avicenna Journal of Medical Biotechnology, 2019, 11, 48-58. 0.3 3
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