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Fecal microbiota transplant overcomes resistance to antia€“PD-1 therapy in melanoma patients. Science,
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Dysbiosis of the Gut Microbiota Is Associated with HIV Disease Progression and Tryptophan
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Host variables confound gut microbiota studies of human disease. Nature, 2020, 587, 448-454. 27.8 324

Non-classical Immunity Controls Microbiota Impact on Skin Immunity and Tissue Repair. Cell, 2018, 172,
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Therapeutic Helminth Infection of Macaques with Idiopathic Chronic Diarrhea Alters the
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HIV-associated gut dysbiosis is independent of sexual practice and correlates with noncommunicable
diseases. Nature Communications, 2020, 11, 2448.
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Hyperactivated PI3KI promotes self and commensal reactivity at the expense of optimal humoral
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Gut-Resident Lactobacillus Abundance Associates with IDO1 Inhibition and Th17 Dynamics in
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IL-21 and probiotic therapy improve Th17 frequencies, microbial translocation, and microbiome in
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Limited engraftment of donor microbiome via one-time fecal microbial transplantation in treated
HIV-infected individuals. Gut Microbes, 2017, 8, 440-450.
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Keratinocyte-intrinsic MHCII expression controls microbiota-induced Th1 cell responses. Proceedings
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Bacteroides are associated with GALT iNKT cell function and reduction of microbial translocation in
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Experimental microbial dysbiosis does not promote disease progression in SIV-infected macaques.

Nature Medicine, 2018, 24, 1313-1316.

Discordance Between Peripheral and Colonic Markers of Inflammation During Suppressive ART. 01 23
Journal of Acquired Immune Deficiency Syndromes (1999), 2014, 65, 133-141. :

Broadly effective metabolic and immune recovery with C5 inhibition in CHAPLE disease. Nature
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4€0eMETAGENOTE: a simplified web platform for metadata annotation of genomic samples and streamlined 06 19
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Antiretroviral Therapy Administration in Healthy Rhesus Macaques Is Associated with Transient Shifts
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The Complement Pathway Is Activated in People With Human Immunodeficiency Virus and Is Associated
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Changes in gastrointestinal microbial communities influence HIV-specific CD8+ T-cell responsiveness 9.9 3
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Abstract A078: Cutaneous microbiota in development of endogenous anti-melanocyte immunity. , 2016, ,



