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cytogenetic analyses. Caryologia, 2017, 70, 248-257.
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Genomes, Chromosomes and Genes of the Wheatgrass Genus Thinopyrum: the Value of their Transfer
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Stacking small segments of the 1D chromosome of bread wheat containing major gluten quality genes

into durum wheat: transfer strategy and breeding prospects. Molecular Breeding, 2012, 30, 149-167. 21 29
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lines using FISH with highly repeated and low-copy DNA probes. Genome, 1999, 42, 1013-1019. 2.0 1
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Effect of different doses of group-2 chromosomes on homoeologous pairing in intergeneric wheat

hybrids. Genome, 1986, 28, 240-246. 07 2t



CARLA CEOLONI

# ARTICLE IF CITATIONS

Spindle sensitivity to isoproEyI <i>N<[i>-phenyl-carbamate and griseofulvin of common wheat plants

carrying different doses of the <i>Ph1<[i> gene. Genome, 1984, 26, 119-127.

38 Spindle sensitivity to colchicine of the Ph1 mutant in common wheat. Genome, 1984, 26, 111-118. 0.7 12

Race differentiation and search for sources of resistance to Rhynchosporium secalis in barley in Italy.

Euphytica, 1980, 29, 547-553.




