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Virus Detection by High-Throughput Sequencing of Small RNAs: Large-Scale Performance Testing of

Sequence Analysis Strategies. Phytopathology, 2019, 109, 488-497. 2.2 106

Molecular variability of apple hammerhead viroid from Italian apple varieties supports the relevance
in vivo of its branched conformation stabilized by a kissing loop interaction. Virus Research, 2019, 270,
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