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Genome-wide meta-analysis uncovers novel loci influencing circulating leptin levels. Nature 12.8 153
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The effects of a 2-year physical activity and dietary intervention on plasma lipid concentrations in
children: the PANIC Study. European Journal of Nutrition, 2021, 60, 425-434.

Genetic predisposition to higher body fat yet lower cardiometabolic risk in children and adolescents. 3.4 5
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