35

papers

43

all docs

331670

2,206 21
citations h-index
43 43
docs citations times ranked

361022
35

g-index

3814

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Chromatin topology defines estradiol-primed progesterone receptor and PAX2 binding in endometrial
cancer cells. ELife, 2022, 11, .

Coordinated changes in gene expression, H1 variant distribution and genome 3D conformation in

response to H1 depletion. Nucleic Acids Research, 2022, 50, 3892-3910. 14.5 10

In vivo temporal resolution of acute promyelocytic leukemia progression reveals a role of <i>KIf4<[i>
in suppressing early leukemic transformation. Genes and Development, 2022, 36, 451-467.

OUP accepted manuscript. Nucleic Acids Research, 2021, 49, 11005-11021. 14.5 14

The impact of chromosomal fusions on 3D genome folding and recombination in the germ line. Nature
Communications, 2021, 12, 2981.

A set of accessible enhancers enables the initial response of breast cancer cells to physiological

progestin concentrations. Nucleic Acids Research, 2021, 49, 12716-12731. 14.5 13

CTCEF is dispensable for immune cell transdifferentiation but facilitates an acute inflammatory
response. Nature Genetics, 2020, 52, 655-661.

90 YEARS OF PROGESTERONE: Molecular mechanisms of progesterone receptor action on the breast

cancer genome. Journal of Molecular Endocrinology, 2020, 65, T65-T79. 2:5 9
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