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Type | toxin-antitoxin systems contribute to the maintenance of mobile genetic elements in
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2019, 9, 14054.

Physiological roles of antisense RNAs in prokaryotes. Biochimie, 2019, 164, 3-16. 2.6 19
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A new custom microarray for SRNA profiling in<i>Escherichia coli</i>. FEMS Microbiology Letters,
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Role of polyadenylation in regulation of the flagella cascade and motility in Escherichia coli.
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The interplay of Hfq, poly(A) polymerase | and exoribonucleases at the 34€2 ends of RNAs resulting from 31 2
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Multiple activities of RNA-binding proteins S1 and Hfq. Biochimie, 2012, 94, 1544-1553.
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tRNA processing and degradation of stable RNAs. Molecular Microbiology, 2012, 83, 436-451. 2.5 23
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Hfq affects mRNA levels independently of degradation. BMC Molecular Biology, 2010, 11, 17.

Is the secondary putative RNAZ€“RNA interaction site relevant to GecvB mediated regulation of oppA
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The poly(A)-dependent degradation pathway of <i>rps</i>O mRNA is primarily mediated by RNase R. Rna,
20009, 15, 316-326.
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Polyadenylation of a functional mRNA controls gene expression in Escherichia coli. Nucleic Acids
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Fate of mRNA extremities generated by intrinsic termination: detailed analysis of reactions catalyzed
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The C-terminal domain of Escherichia coli Hfq increases the stability of the hexamer. FEBS Journal,
2004, 271, 1258-1265.
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The poly(A) binding protein Hfq protects RNA from RNase E and exoribonucleolytic degradation.
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E. coli rpsO mRNA decay: RNase E processing at the beginning of the coding sequence stimulates

Poly(A)-dependent degradation of the mRNA 1 1Edited by M. Yaniv. Journal of Molecular Biology, 1999,
286, 1033-1043.

Polynucleotide phosphorylase is required for the rapid degradation of the RNase Ed€processed rpsO
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Escherichia coli RNase II: characterization of the promoters involved in the transcription of rnb.
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