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Biotechnology and Bioengineering, 2020, 117, 3435-3447.
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Evolution with High Throughput Sequencing. Journal of Molecular Biology, 2012, 423, 397-412.

Dynamic mRNA and miRNA profiling of CHO&€K1 suspension cell cultures. Biotechnology Journal, 2012, 7, a5 83
500-515. :

Chinese hamster genome database: An online resource for the CHO community at

www.CHOgenome.org. Biotechnology and Bioengineering, 2012, 109, 1353-1356.

Utilization and evaluation of CHO&€specific sequence databases for mass spectrometry based

proteomics. Biotechnology and Bioengineering, 2012, 109, 1386-1394. 3.3 6



92

94

96

98

100

102

104

106

108

NICOLE BORTH

ARTICLE IF CITATIONS

A screening method to assess biological effects of microRNA overexpression in Chinese hamster ovary

cells. Biotechnology and Bioengineering, 2012, 109, 1376-1385.

The CHO miRNA Transcriptome. , 2012, , 49-64. 2

Unraveling the Chinese hamster ovary cell line transcriptome by next-generation sequencing. Journal
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