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Resources, 2022, 22, 1639-1655. 2.2 4
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6 Using multiple sources during reintroduction of a locally extinct population benefits survival and
reproduction of an endangered freshwater fish. Evolutionary Applications, 2021, 14, 950-964. 1.5 14

7 Evolutionary history and genetic connectivity across highly fragmented populations of an
endangered daisy. Heredity, 2021, 126, 846-858. 1.2 6

8
To mix or not to mix gene pools for threatened species management? Few studies use genetic data to
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for separate management. Biological Conservation, 2021, 256, 109072.

1.9 33

9 Integrating Mitochondrial Aerobic Metabolism into Ecology and Evolution. Trends in Ecology and
Evolution, 2021, 36, 321-332. 4.2 87

10 Functional connectivity and population persistence in woodland birds: insights for management from
a multi-species conservation genetics study. Emu, 2021, 121, 147-159. 0.2 3

11 Applying Population Viability Analysis to Inform Genetic Rescue That Preserves Locally Unique Genetic
Variation in a Critically Endangered Mammal. Diversity, 2021, 13, 382. 0.7 15

12 Measuring social preferences for conservation management in Australia. Biological Conservation,
2021, 262, 109323. 1.9 8

13
Genetic rescue: A critique of the evidence supports maximizing genetic diversity rather than
minimizing the introduction of putatively harmful genetic variation. Biological Conservation, 2020,
251, 108784.

1.9 130

14 Evaluating the use of risk assessment frameworks in the identification of population units for
biodiversity conservation. Wildlife Research, 2020, 47, 208. 0.7 14

15
Accounting for cryptic population substructure enhances detection of inbreeding depression with
genomic inbreeding coefficients: an example from a critically endangered marsupial. Molecular
Ecology, 2020, 29, 2978-2993.

2.0 17

16 Lifetime Fitness Costs of Inbreeding and Being Inbred in a Critically Endangered Bird. Current Biology,
2019, 29, 2711-2717.e4. 1.8 50

17 Genomic evidence of neo-sex chromosomes in the eastern yellow robin. GigaScience, 2019, 8, . 3.3 35

18 Pleistocene-dated biogeographic barriers drove divergence within the Australo-Papuan region in a
sex-specific manner: an example in a widespread Australian songbird. Heredity, 2019, 123, 608-621. 1.2 13
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freshwater fish. Heredity, 2018, 120, 515-532. 1.2 50

21 Climateâ€•driven mitochondrial selection: A test in Australian songbirds. Molecular Ecology, 2018, 27,
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22 Patterns and drivers of aquatic invertebrate diversity across an arid biome. Ecography, 2018, 41,
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23 Evaluating the success of wildlife crossing structures using genetic approaches and an experimental
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24 Song parameters of the fuscous honeyeater <i>Lichenostomus fuscus</i> correlate with habitat
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25 Call for a Paradigm Shift in the Genetic Management of Fragmented Populations. Conservation
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26 Population mitogenomics provides insights into evolutionary history, source of invasions and
diversifying selection in the House Crow (Corvus splendens). Heredity, 2018, 120, 296-309. 1.2 6

27 Estimates of wear rates in metal bird bands, with applications for survival and movement models of
marked individuals. Journal of Field Ornithology, 2018, 89, 393-406. 0.3 6

28 Concordant divergence of mitogenomes and a mitonuclear gene cluster in bird lineages inhabiting
different climates. Nature Ecology and Evolution, 2018, 2, 1258-1267. 3.4 63

29 Conservation and Genetics. Yale Journal of Biology and Medicine, 2018, 91, 491-501. 0.2 6

30 Monitoring ecological consequences of efforts to restore landscape-scale connectivity. Biological
Conservation, 2017, 206, 201-209. 1.9 28

31 Assessing the scope for genetic rescue of an endangered butterfly: the case of the Eltham copper.
Insect Conservation and Diversity, 2017, 10, 399-414. 1.4 10

32 Severe consequences of habitat fragmentation on genetic diversity of an endangered Australian
freshwater fish: A call for assisted gene flow. Evolutionary Applications, 2017, 10, 531-550. 1.5 119

33 Perpendicular axes of differentiation generated by mitochondrial introgression. Molecular Ecology,
2017, 26, 3241-3255. 2.0 28

34 Neutral and selective drivers of colour evolution in a widespread Australian passerine. Journal of
Biogeography, 2017, 44, 522-536. 1.4 21

35 Purifying selection and genetic drift shaped Pleistocene evolution of the mitochondrial genome in an
endangered Australian freshwater fish. Heredity, 2017, 118, 466-476. 1.2 39

36 Signatures of polygenic adaptation associated with climate across the range of a threatened fish
species with high genetic connectivity. Molecular Ecology, 2017, 26, 6253-6269. 2.0 34
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37 Evolutionary divergence in freshwater insects with contrasting dispersal capacity across a sea of
desert. Freshwater Biology, 2017, 62, 1443-1459. 1.2 14

38 MHC class II Î² exon 2 variation in pardalotes (Pardalotidae) is shaped by selection, recombination and
gene conversion. Immunogenetics, 2017, 69, 101-111. 1.2 9

39 De novo genome assembly and annotation of Australia's largest freshwater fish, the Murray cod
(Maccullochella peelii), from Illumina and Nanopore sequencing read. GigaScience, 2017, 6, 1-6. 3.3 57

40 Integrative Approaches for Studying Mitochondrial and Nuclear Genome Co-evolution in Oxidative
Phosphorylation. Frontiers in Genetics, 2017, 8, 25. 1.1 65

41 New data from basal Australian songbird lineages show that complex structure of MHC class II Î² genes
has early evolutionary origins within passerines. BMC Evolutionary Biology, 2016, 16, 112. 3.2 15

42 Scope for genetic rescue of an endangered subspecies though reâ€•establishing natural gene flow with
another subspecies. Molecular Ecology, 2016, 25, 1242-1258. 2.0 39

43 A potential role for overland dispersal in shaping aquatic invertebrate communities in arid regions.
Freshwater Biology, 2016, 61, 745-757. 1.2 35

44 Genetic factors in threatened species recovery plans on three continents. Frontiers in Ecology and
the Environment, 2016, 14, 433-440. 1.9 93

45 Identifying environmental correlates of intraspecific genetic variation. Heredity, 2016, 117, 155-164. 1.2 8

46 Pleistocene divergence across a mountain range and the influence of selection on mitogenome
evolution in threatened Australian freshwater cod species. Heredity, 2016, 116, 506-515. 1.2 16

47 Genomics in Conservation: Case Studies and Bridging the Gap between Data and Application. Trends in
Ecology and Evolution, 2016, 31, 81-83. 4.2 173

48 Evidence of Subdivisions on Evolutionary Timescales in a Large, Declining Marsupial Distributed
across a Phylogeographic Barrier. PLoS ONE, 2016, 11, e0162789. 1.1 4

49 Swimming through sand: connectivity of aquatic fauna in deserts. Ecology and Evolution, 2015, 5,
5252-5264. 0.8 27

50 Aquatic communities in arid landscapes: local conditions, dispersal traits and landscape
configuration determine local biodiversity. Diversity and Distributions, 2015, 21, 1230-1241. 1.9 37

51 Bird diversity increases after patchy prescribed fire: implications from a beforeâ€“after controlâ€“impact
study. International Journal of Wildland Fire, 2015, 24, 690. 1.0 31
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ONE, 2015, 10, e0143746. 1.1 19

53 Positive and purifying selection in mitochondrial genomes of a bird with mitonuclear discordance.
Molecular Ecology, 2015, 24, 2820-2837. 2.0 112

54 Characterization of MHC class IIB for four endangered Australian freshwater fishes obtained from
ecologically divergent populations. Fish and Shellfish Immunology, 2015, 46, 468-476. 1.6 8
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55 Incorporating evolutionary processes into population viability models. Conservation Biology, 2015,
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56 Co-Gradient Variation in Growth Rate and Development Time of a Broadly Distributed Butterfly. PLoS
ONE, 2014, 9, e95258. 1.1 25

57
Distribution and rapid range expansion of the introduced willow sawfly<i>Nematus
oligospilus</i>FÃ¶rster (Hymenoptera: Tenthredinidae) in Australasia. Austral Entomology, 2014, 53,
175-182.

0.8 7

58
Strong genetic structuring without assortative mating or reduced hybrid survival in an
onychophoran in the Tallaganda State Forest region, Australia. Biological Journal of the Linnean
Society, 2014, 111, 589-602.

0.7 4

59 Does reduced mobility through fragmented landscapes explain patch extinction patterns for three
honeyeaters?. Journal of Animal Ecology, 2014, 83, 616-627. 1.3 18

60 Species- and sex-specific connectivity effects of habitat fragmentation in a suite of woodland birds.
Ecology, 2014, 95, 1556-1568. 1.5 63

61 Using genomics to characterize evolutionary potential for conservation of wild populations.
Evolutionary Applications, 2014, 7, 1008-1025. 1.5 207

62
Integrating phylogeography and morphometrics to assess conservation merits and inform
conservation strategies for an endangered subspecies of a common bird species. Biological
Conservation, 2014, 174, 136-146.

1.9 17

63 Unravelling the Paradox of Loss of Genetic Variation during Invasion: Superclones May Explain the
Success of a Clonal Invader. PLoS ONE, 2014, 9, e97744. 1.1 26

64
Disrupted fineâ€•scale population processes in fragmented landscapes despite largeâ€•scale genetic
connectivity for a widespread and common cooperative breeder: the superb fairyâ€•wren
(<i><scp>M</scp>alurus cyaneus</i>). Journal of Animal Ecology, 2013, 82, 322-333.

1.3 26

65 Little evidence that condition, stress indicators, sex ratio, or homozygosity are related to landscape
or habitat attributes in declining woodland birds. Journal of Avian Biology, 2013, 44, 045-054. 0.6 19

66 Evolutionary refugia and ecological refuges: key concepts for conserving Australian arid zone
freshwater biodiversity under climate change. Global Change Biology, 2013, 19, 1970-1984. 4.2 189

67
PERCHED AT THE MITO-NUCLEAR CROSSROADS: DIVERGENT MITOCHONDRIAL LINEAGES CORRELATE WITH
ENVIRONMENT IN THE FACE OF ONGOING NUCLEAR GENE FLOW IN AN AUSTRALIAN BIRD. Evolution;
International Journal of Organic Evolution, 2013, 67, 3412-3428.

1.1 97

68 Novel microsatellite DNA markers indicate strict parthenogenesis and few genotypes in the invasive
willow sawfly Nematus oligospilus. Bulletin of Entomological Research, 2013, 103, 74-88. 0.5 12

69 Prevalence and diversity of avian haematozoa in three species of Australian passerine. Emu, 2013, 113,
353-358. 0.2 8

70 Limited Population Structure, Genetic Drift and Bottlenecks Characterise an Endangered Bird Species
in a Dynamic, Fire-Prone Ecosystem. PLoS ONE, 2013, 8, e59732. 1.1 29

71 Environmental Complexity and Biodiversity: The Multi-Layered Evolutionary History of a Log-Dwelling
Velvet Worm in Montane Temperate Australia. PLoS ONE, 2013, 8, e84559. 1.1 16

72
The role of temperature and dispersal in moss-microarthropod community assembly after a
catastrophic event. Philosophical Transactions of the Royal Society B: Biological Sciences, 2012, 367,
3042-3049.
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74 Opsins in Onychophora (Velvet Worms) Suggest a Single Origin and Subsequent Diversification of
Visual Pigments in Arthropods. Molecular Biology and Evolution, 2012, 29, 3451-3458. 3.5 61

75 Predicting Landscape-Genetic Consequences of Habitat Loss, Fragmentation and Mobility for Multiple
Species of Woodland Birds. PLoS ONE, 2012, 7, e30888. 1.1 54

76 Genes and song: genetic and social connections in fragmented habitat in a woodland bird with limited
dispersal. Ecology, 2012, 93, 1717-1727. 1.5 25

77 Fine-scale effects of habitat loss and fragmentation despite large-scale gene flow for some regionally
declining woodland bird species. Landscape Ecology, 2012, 27, 813-827. 1.9 63

78
Strong population genetic structure and its management implications in the mud carp <i>Cirrhinus
molitorella</i>, an indigenous freshwater species subject to an aquaculture and cultureâ€•based
fishery. Journal of Fish Biology, 2012, 80, 651-668.
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79 Stageâ€•dependent physiological responses in a butterfly cause nonâ€•additive effects on phenology. Oikos,
2012, 121, 1464-1472. 1.2 30

80 Mouthpart morphology and trophic position of microarthropods from soils and mosses are strongly
correlated. Soil Biology and Biochemistry, 2012, 53, 56-63. 4.2 32

81 Towards modelling persistence of woodland birds: the role of genetics. Emu, 2011, 111, 19-39. 0.2 40

82 Decline of a biome: evolution, contraction, fragmentation, extinction and invasion of the Australian
mesic zone biota. Journal of Biogeography, 2011, 38, 1635-1656. 1.4 324

83 Microhabitat preferences drive phylogeographic disparities in two Australian funnel web spiders.
Biological Journal of the Linnean Society, 2011, 104, 805-819. 0.7 22

84 Assessing the benefits and risks of translocations in changing environments: a genetic perspective.
Evolutionary Applications, 2011, 4, 709-725. 1.5 661

85 Velvet worms. Current Biology, 2011, 21, R238-R240. 1.8 8

86 Nuclear gene phylogeography using PHASE: dealing with unresolved genotypes, lost alleles, and
systematic bias in parameter estimation. BMC Evolutionary Biology, 2010, 10, 118. 3.2 112

87 A revision of brain composition in Onychophora (velvet worms) suggests that the tritocerebrum
evolved in arthropods. BMC Evolutionary Biology, 2010, 10, 255. 3.2 66

88 Beyond Roadkill, Radiotracking, Recapture and FST&#8212;a Review of Some Genetic Methods to
Improve Understanding of the Influence of Roads on Wildlife. Ecology and Society, 2010, 15, . 1.0 30

89 Large Gaps in Canopy Reduce Road Crossing by a Gliding Mammal. Ecology and Society, 2010, 15, . 1.0 55

90 Early emergence in a butterfly causally linked to anthropogenic warming. Biology Letters, 2010, 6,
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93 Single copy nuclear DNA markers for the onychophoran Phallocephale tallagandensis. Conservation
Genetics Resources, 2009, 1, 17-19. 0.4 8
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95 Mitochondrial DNA Indicates Late Pleistocene Divergence of Populations of Heteronympha merope, an
Emerging Model in Environmental Change Biology. PLoS ONE, 2009, 4, e7950. 1.1 31
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1 1 0.784314 rg
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analysis. Molecular Ecology, 2008, 17, 1401-1403. 2.0 72

99 Evidence for habitat fragmentation altering withinâ€•population processes in wombats. Molecular
Ecology, 2008, 17, 1674-1684. 2.0 58

100 The Application of Genetic Markers to Landscape Management. , 2008, , 211-233. 25

101 Physiology Complements Population Structure of Two Endemic Log-Dwelling Beetles. Environmental
Entomology, 2007, 36, 524-530. 0.7 2

102 Catchments catch all: long-term population history of a giant springtail from the southeast
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104 Multiple mating strategies explain unexpected genetic mixing of New Zealand fur seals with two
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105 Physiology complements population structure of two endemic log-dwelling beetles. Environmental
Entomology, 2007, 36, 524-30. 0.7 2
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107 Microsatellites reveal male recombination and neo-sex chromosome formation in Scaptodrosophila
hibisci (Drosophilidae). Genetical Research, 2006, 87, 33-43. 0.3 5

108 Development and application of three-tiered nuclear genetic markers for basal Hexapods using
single-stranded conformation polymorphism coupled with targeted DNA sequencing. , 2006, 7, 11. 23
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112 When log-dwellers meet loggers: impacts of forest fragmentation on two endemic log-dwelling
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4513-4531.

2.0 79
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122 A set of microsatellite markers for an endangered arboreal marsupial, Leadbeater's possum.
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springtail at Tallaganda in the Great Dividing Range of south-east Australia. Molecular Ecology, 2004,
13, 3329-3344.
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habitat. Molecular Ecology, 2004, 13, 443-447. 2.0 84
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habitat. Molecular Ecology, 2004, 13, 419-430. 2.0 76
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A rapid fish radiation associated with the last sea-level changes in southern Brazil: the
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138 Ecology and evolution of sex in aphids. Trends in Ecology and Evolution, 2002, 17, 34-39. 4.2 307
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140 Isolation and characterization of 20 polymorphic microsatellite loci for Scaptodrosophila hibisci.
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148 Reproductive biology of the onychophoran Euperipatoides rowelli. Journal of Zoology, 2000, 250,
447-460. 0.8 39

149 A set of microsatellite loci for the hairy-nosed wombats (Lasiorhinus krefftii and L. latifrons).
Conservation Genetics, 2000, 1, 89-92. 0.8 33
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