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21 Highly reliable genetic identification of individual northern hairy-nosed wombats from single
remotely collected hairs: a feasible censusing method. Molecular Ecology, 2000, 9, 1233-1240. 3.9 119

22 Severe consequences of habitat fragmentation on genetic diversity of an endangered Australian
freshwater fish: A call for assisted gene flow. Evolutionary Applications, 2017, 10, 531-550. 3.1 119

23 Cross-species amplification of microsatellite loci in aphids: assessment and application. Molecular
Ecology Notes, 2004, 4, 104-109. 1.7 117

24 Genetic consequences of an invasion through a patchy environment â€” the cynipid gallwasp
<i>Andricus quercuscalicis</i> (Hymenoptera: Cynipidae). Molecular Ecology, 1993, 2, 251-268. 3.9 113

25 Nuclear gene phylogeography using PHASE: dealing with unresolved genotypes, lost alleles, and
systematic bias in parameter estimation. BMC Evolutionary Biology, 2010, 10, 118. 3.2 112
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A rapid fish radiation associated with the last sea-level changes in southern Brazil: the
silversideOdontesthes perugiaecomplex. Proceedings of the Royal Society B: Biological Sciences, 2002,
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35 Inbreeding avoidance in Cunningham's skinks (Egernia cunninghami) in natural and fragmented
habitat. Molecular Ecology, 2004, 13, 443-447. 3.9 84
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Relatedness structure detected by microsatellite analysis and attempted pedigree reconstruction in
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48 Fine-scale effects of habitat loss and fragmentation despite large-scale gene flow for some regionally
declining woodland bird species. Landscape Ecology, 2012, 27, 813-827. 4.2 63
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50 Concordant divergence of mitogenomes and a mitonuclear gene cluster in bird lineages inhabiting
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53 Evidence for habitat fragmentation altering withinâ€•population processes in wombats. Molecular
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62 Lifetime Fitness Costs of Inbreeding and Being Inbred in a Critically Endangered Bird. Current Biology,
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64 Climateâ€•driven mitochondrial selection: A test in Australian songbirds. Molecular Ecology, 2018, 27,
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70 Scope for genetic rescue of an endangered subspecies though reâ€•establishing natural gene flow with
another subspecies. Molecular Ecology, 2016, 25, 1242-1258. 3.9 39
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