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Thymidylate synthase drives the phenotypes of epithelial-to-mesenchymal transition in non-small cell
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TLR ligand loaded exosome mediated immunotherapy of established mammary Tumor in mice.
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Endocrine resistance in breast cancer: from molecular mechanisms to therapeutic strategies. Journal
of Molecular Medicine, 2021, 99, 1691-1710.

EGF-SNX3-EGFR axis drives tumor progression and metastasis in triple-negative breast cancers.
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Coordinated regulation of WNT/i2-catenin, c-Met, and integrin signalling pathways by miR-193b controls
triple negative breast cancer metastatic traits. BMC Cancer, 2021, 21, 1296.

Targeting lysyl oxidase (LOX) overcomes chemotherapy resistance in triple negative breast cancer.
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A Highly Potent TACC3 Inhibitor as a Novel Anticancer Drug Candidate. Molecular Cancer
Therapeutics, 2020, 19, 1243-1254.

A Stemness and EMT Based Gene Expression Signature |dentifies Phenotypic Plasticity and is A
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Increased expression of the <scp>HDAC</scp>9 gene is associated with antiestrogen resistance of
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Oncogenic Kinased€“Induced PKM2 Tyrosine 105 Phosphorylation Converts Nononcogenic PKM2 to a
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Reactivation of cAMP Pathway by PDE4D Inhibition Represents a Novel Druggable Axis for Overcoming

Tamoxifen Resistance in ER-positive Breast Cancer. Clinical Cancer Research, 2018, 24, 1987-2001.

Targeting PLK1 overcomes T-DM1 resistance via CDK1-dependent phosphorylation and inactivation of
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Polyol Pathway Links Glucose Metabolism to the Aggressiveness of Cancer Cells. Cancer Research,
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MAPK and PI3K/ARt pathways. Oncotarget, 2018, 9, 21876-21892.

Modules of Correlated Genes in a Gene Expression Regulatory Network of CDDP-Resistant Cancer
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Discovering IncRNA mediated sponge interactions in breast cancer molecular subtypes. BMC
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Upregulation of lactate dehydrogenase a by 14-3-3iq leads to increased glycolysis critical for breast
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miR-200c: a versatile watchdog in cancer progression, EMT, and drug resistance. Journal of Molecular

Medicine, 2016, 94, 629-644. 3.9 112

Abstract LB-313: Upregulation of lactate dehydrogenase A by 14-3-319 leads to increased glycolysis critical
for breast cancer initiation and progression. , 2016, , .

The miR-644a/CTBP1/p53 axis suppresses drug resistance by simultaneous inhibition of cell survival and
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Abstract 1912: Combinatorial targeting of PI3K and MAPK signaling pathways using microRNAs to
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Combined DNA methylation and gene expression profiling in gastrointestinal stromal tumors reveals
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Abstract 241: A novel tumor suppressor miRNA co-regulating EMT and p53-independent cell survival in
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Biomarker-guided sequential targeted therapies to overcome therapy resistance in rapidly evolving
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14-3-317 Orchestrates Mammary Tumor Onset and Progression via miR-2213€“Mediated Cell Proliferation.
Cancer Research, 2014, 74, 363-373.
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reveals epigenetic regulation of SPP1 as an independent prognostic factor., 2012, , .
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miR-200bc/429 cluster targets PLCI31 and differentially regulates proliferation and EGF-driven invasion
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RNAi-based validation of antibodies for reverse phase protein arrays. Proteome Science, 2010, 8, 69.
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