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Global microRNA level regulation of EGFRa€driven celld€eycle protein networR in breast cancer.
Molecular Systems Biology, 2012, 8, 570.

Targeting lysyl oxidase (LOX) overcomes chemotherapy resistance in triple negative breast cancer. 12.8 179
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14-3-31 Turns TGF-124€™s Function from Tumor Suppressor to Metastasis Promoter in Breast Cancer by
Contextual Changes of Smad Partners from p53 to Gli2. Cancer Cell, 2015, 27, 177-192.

miR-200c: a versatile watchdog in cancer progression, EMT, and drug resistance. Journal of Molecular
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Localizationd€sand mutationd€dependent microRNA (miRNA) expression signatures in gastrointestinal
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<scp>MicroRNA<[scp>4€519a is a novel oncomir conferring tamoxifen resistance by targeting a network
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Oncogenic Kinased€“Induced PKM2 Tyrosine 105 Phosphorylation Converts Nononcogenic PKM2 to a
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MicroRNAs: master regulators of drug resistance, stemness, and metastasis. Journal of Molecular
Medicine, 2014, 92, 321-336.

Combinatorial targeting of FGF and ErbB receptors blocks growth and metastatic spread of breast

cancer models. Breast Cancer Research, 2013, 15, R8. 5:0 61

Combinatorial RNAI for quantitative protein network analysis. Proceedings of the National Academy

of Sciences of the United States of America, 2007, 104, 6579-6584.

miR-564 acts as a dual inhibitor of PI3K and MAPK signaling networks and inhibits proliferation and

invasion in breast cancer. Scientific Reports, 2016, 6, 32541. 3.3 53
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Best Practices for Spatial Profiling for Breast Cancer Research with the GeoMxA® Digital Spatial
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Targeting PLK1 overcomes T-DM1 resistance via CDK1-dependent phosphorylation and inactivation of

Bcl-2/xL in HER2-positive breast cancer. Oncogene, 2018, 37, 2251-2269. 59 49

Reduced expression of vacuole membrane protein 1 affects the invasion capacity of tumor cells.
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The miR-644a/CTBP1/p53 axis suppresses drug resistance by simultaneous inhibition of cell survival and
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Concomitant Targeting of Tumor Cells and Induction of T-cell Response Synergizes to Effectively
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Discovering IncRNA mediated sponge interactions in breast cancer molecular subtypes. BMC 0.8 a1
Genomics, 2018, 19, 650. :
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Death and Differentiation, 2019, 26, 2223-2236. :

Universality of dissipative self-assembly from quantum dots to human cells. Nature Physics, 2020, 16,
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Reactivation of cAMP Pathway by PDE4D Inhibition Represents a Novel Druggable Axis for Overcoming
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Increased expression of the <scp>HDAC</scp>9 gene is associated with antiestrogen resistance of
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Systems-level Analysis Reveals Multiple Modulators of Epithelial-mesenchymal Transition and
Identifies DNAJB4 and CD81 as Novel Metastasis Inducers in Breast Cancer. Molecular and Cellular 3.8 29
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14-3-317 Orchestrates Mammary Tumor Onset and Progression via miR-2213€“Mediated Cell Proliferation.
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Upregulation of lactate dehydrogenase a by 14-3-319 leads to increased glycolysis critical for breast

cancer initiation and progression. Oncotarget, 2016, 7, 35270-35283. 18 27

Deterministic Effects Propagation Networks for reconstructing protein signaling networks from
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SIK2 attenuates proliferation and survival of breast cancer cells with simultaneous perturbation of L8 24
MAPK and PI3K/Akt pathways. Oncotarget, 2018, 9, 21876-21892. )
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Combined DNA methylation and gene expression profiling in gastrointestinal stromal tumors reveals
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Thymidylate synthase drives the phenotypes of epithelial-to-mesenchymal transition in non-small cell
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Therapeutics, 2020, 19, 1243-1254.
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Coordinated regulation of WNT/i2-catenin, c-Met, and integrin signalling pathways by miR-193b controls

triple negative breast cancer metastatic traits. BMC Cancer, 2021, 21, 1296. 2.6 4



A—zGACER AZAHACN

# ARTICLE IF CITATIONS
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