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9 14-3-3Î¶ Turns TGF-Î²â€™s Function from Tumor Suppressor to Metastasis Promoter in Breast Cancer by
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10 miR-200c: a versatile watchdog in cancer progression, EMT, and drug resistance. Journal of Molecular
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Localizationâ€• and mutationâ€•dependent microRNA (miRNA) expression signatures in gastrointestinal
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14 Oncogenic Kinaseâ€“Induced PKM2 Tyrosine 105 Phosphorylation Converts Nononcogenic PKM2 to a
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18 miR-564 acts as a dual inhibitor of PI3K and MAPK signaling networks and inhibits proliferation and
invasion in breast cancer. Scientific Reports, 2016, 6, 32541. 3.3 53
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19 Best Practices for Spatial Profiling for Breast Cancer Research with the GeoMxÂ® Digital Spatial
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29 Increased expression of the <scp>HDAC</scp>9 gene is associated with antiestrogen resistance of
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Systems-level Analysis Reveals Multiple Modulators of Epithelial-mesenchymal Transition and
Identifies DNAJB4 and CD81 as Novel Metastasis Inducers in Breast Cancer. Molecular and Cellular
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31 14-3-3Î¶ Orchestrates Mammary Tumor Onset and Progression via miR-221â€“Mediated Cell Proliferation.
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32 Upregulation of lactate dehydrogenase a by 14-3-3Î¶ leads to increased glycolysis critical for breast
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highly aggressive mammary tumors. Cell Research, 2014, 24, 542-559. 12.0 23

36
Combined DNA methylation and gene expression profiling in gastrointestinal stromal tumors reveals
hypomethylation of <i>SPP1</i> as an independent prognostic factor. International Journal of Cancer,
2015, 136, 1013-1023.

5.1 22



4

Ã–zgÃœr ÅžahÄ°n

# Article IF Citations
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