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genome sequencing. International Journal of Medical Microbiology, 2017, 307, 415-421.

Pre-vaccine serotype composition within a lineage signposts its serotyﬁe replacement &€* a carriage
study over 7 years following pneumococcal conjugate vaccine use in the UK. Microbial Genomics, 2017, 2.0 26
3,e000119.

Comparative Genomics of Carriage and Disease Isolates of<i>Streptococcus pneumoniaec</[i>Serotype
22F Reveals Lineage-Specific Divergence and Niche Adaptation. Genome Biology and Evolution, 2016, 8,
1243-1251.

Strain features and distributions in pneumococci from children with invasive disease before and after
13-valent conjugate vaccine implementation in the USA. Clinical Microbiology and Infection, 2016, 22, 6.0 161
60.e9-60.e29.

Phylogenetic Analysis of Invasive Serotype 1 Pneumococcus in South Africa, 1989 to 2013. Journal of
Clinical Microbiology, 2016, 54, 1326-1334.

Effect on nasopharyngeal pneumococcal carriage of replacing PCV7 with PCV13 in the Expanded

Programme of Immunization in The Gambia. Vaccine, 2015, 33, 7144-7151. 3.8 48

R3€“M systems go on the offensive. Nature Reviews Microbiology, 2015, 13, 131-131.

Current methods for capsular typing of Streptococcus pneumoniae. Journal of Microbiological

Methods, 2015, 113, 41-49. 16 70

Five winters of pneumococcal serotype replacement in UK carriage following PCV introduction.
Vaccine, 2015, 33, 2015-2021.

Genetic stability of pneumococcal isolates during 35 days of human experimental carriage. Vaccine,

2015, 33, 3342-3345. 3.8 5

Clonal Expansion within Pneumococcal Serotype 6C after Use of Seven-Valent Vaccine. PLoS ONE, 2013,
8,e64731.

Pneumococcal 13-valent conjugate vaccine for the prevention of invasive pneumococcal disease in

children and adults. Expert Review of Vaccines, 2012, 11, 889-902. 4.4 18

Sampling methods for the study of pneumococcal carriage: A systematic review. Vaccine, 2012, 30,

6738-6744.

Continued control of pneumococcal disease in the UK &€* the impact of vaccination. Journal of Medical

Microbiology, 2011, 60, 1-8. 1.8 56



