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MicroRNA-29 is an essential regulator of brain maturation through regulation of CH methylation. 64 25
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Xiap-Dependent Manner. Cellular and Molecular Gastroenterology and Hepatology, 2020, 9, 447-464.
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Stem Cell Reports, 2017, 9, 108-121. 4.8 47



20

22

24

26

28

30

32

34

36

PRAVEEN SETHUPATHY

ARTICLE IF CITATIONS

Comprehensive analysis of The Cancer Genome Atlas reveals a unique gene and non-coding RNA
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Systems genetics identifies a co-regulated module of liver microRNAs associated with plasma LDL
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Environmental contaminants and microRNA regulation: Transcriﬁtion factors as regulators of 21
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An integrative transcriptomics approach identifies miR-503 as a candidate master regulator of the
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miRquant 2.0: an Expanded Tool for Accurate Annotation and Quantification of MicroRNAs and their
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The Promise and Challenge of Therapeutic MicroRNA Silencing in Diabetes and Metabolic Diseases.
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Inhibition of miR-29 has a significant lipid-lowering benefit through suppression of lipogenic

programs in liver. Scientific Reports, 2015, 5, 12911.

Pseudogenes transcribed in breast invasive carcinoma show subtype-specific expression and ceRNA 2.8 a5
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