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Targetable HER3 functions driving tumorigenic signaling in HER2-amplified cancers. Cell Reports, 2022,
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Extensive conformational and physical plasticity protects HER2-HER3 tumorigenic signaling. Cell 64 ;
Reports, 2022, 38, 110285. )

Efficient expression, purification, and visualization by cryo-EM of unliganded near full-length HER3.
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Evolution of enhanced innate immune evasion by SARS-CoV-2. Nature, 2022, 602, 487-495.
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CNPY4 inhibits the Hedgehog pathway by modulating membrane sterol lipids. Nature Communications,
2022, 13, 2407.

Expression and purification of active human kinases using Pichia pastoris as a general-purpose host. 13 1
Protein Expression and Purification, 2021, 179, 105780. :

Human ACE2 receptor polymorphisms and altered susceptibility to SARS-CoV-2. Communications
Biology, 2021, 4, 475.
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novel anthelmintics. Scientific Reports, 2021, 11, 9161. 3.3 5
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Fragment binding to the Nsp3 macrodomain of SARS-CoV-2 identified through crystallographic
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Mutant HER2 needs mutant HER3 to be an effective oncogene. Cell Reports Medicine, 2021, 2, 100361.

Structural basis for ALK2/BMPR2 receptor complex signaling through kinase domain oligomerization. 12.8 15
Nature Communications, 2021, 12, 4950. :

A protein network map of head and neck cancer reveals PIK3CA mutant drug sensitivity. Science, 2021,
374, eabf2911.

Therapeutic implications of activating noncanonical PIK3CA mutations in head and neck squamous cell

carcinoma. Journal of Clinical Investigation, 2021, 131, . 8.2 20

Structures of the HER24€“HER34€“NRG112 complex reveal a dynamic dimer interface. Nature, 2021, 600,
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Comparative host-coronavirus protein interaction networks reveal pan-viral disease mechanisms. 126 508
Science, 2020, 370, . :
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An International Multicenter Evaluation of Inheritance Patterns, Arrhythmic Risks, and Underlying
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The structure of a calsequestrin filament reveals mechanisms of familial arrhythmia. Nature
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A SARS-CoV-2 protein interaction map reveals targets for drug repurposing. Nature, 2020, 583, 459-468.
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PEAK3/C190rf35 pseudokinase, a new NFK3 kinase family member, inhibits Crkll through dimerization.
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The crystal structure of the protein Rinase HIPK2 reveals a unique architecture of its CMGC-insert
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Overexpression-mediated activation of MET in the Golgi promotes HER3/ERBB3 phosphorylation.
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Feedback regulation of RTK signaling in development. Developmental Biology, 2019, 447, 71-89. 2.0 53

Phosphorylated EGFR Dimers Are Not Sufficient to Activate Ras. Cell Reports, 2018, 22, 2593-2600.
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Actionable Activating Oncogenic ERBB2/HER2 Transmembrane and Juxtamembrane Domain Mutations.
Cancer Cell, 2018, 34, 792-806.e5.

Activating HER3 mutations in breast cancer. Oncotarget, 2018, 9, 27773-27788. 1.8 23

ECF and NRG induce phosphorylation of HER3/ERBB3 by EGFR using distinct oligomeric mechanisms.
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Structural Basis for the Non-catalytic Functions of Protein Kinases. Structure, 2016, 24, 7-24.
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