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Activating HER3 mutations in breast cancer. Oncotarget, 2018, 9, 27773-27788.

The crystal structure of the protein kinase HIPK2 reveals a unique architecture of its CMGC-insert 3.4 29
region. Journal of Biological Chemistry, 2019, 294, 13545-13559. )

More than the sum of the parts: Toward fulla€length receptor tyrosine Rinase structures. [UBMB Life,
2019, 71, 706-720.

Therapeutic implications of activating noncanonical PIK3CA mutations in head and neck squamous cell

carcinoma. Journal of Clinical Investigation, 2021, 131, . 8.2 20

PEAK3/C190rf35 pseudokinase, a new NFK3 kinase family member, inhibits Crkll through dimerization.
Proceedings of the National Academy of Sciences of the United States of America, 2019, 116, 15495-15504.

Structural basis for ALK2/BMPR2 receptor complex signaling through kinase domain oligomerization. 12.8 15
Nature Communications, 2021, 12, 4950. :

The structure of a calsequestrin filament reveals mechanisms of familial arrhythmia. Nature
Structural and Molecular Biology, 2020, 27, 1142-1151.

EGFR lung cancer mutants get specialized. Proceedings of the National Academy of Sciences of the 71 12
United States of America, 2013, 110, 15169-15170. :
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