25

papers

25

all docs

394421

2,030 19
citations h-index
25 25
docs citations times ranked

580821
25

g-index

4755

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Identification of 12 new susceptibility loci for different histotypes of epithelial ovarian cancer.
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Mutational spectrum in a worldwide study of 29,700 families 05 294
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Survival after bilateral risk-reducing mastectomy in healthy BRCA1 and BRCA2 mutation carriers.
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Comprehensive annotation of splice junctions supports pervasive alternative splicing at the BRCA1
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Dutch genome diagnostic laboratories accelerated and improved variant interpretation and increased
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Characterisation of unclassified variants in the BRCA1/2 genes with a putative effect on splicing.
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Generation and initial characterization of novel tumour organoid models to study human pancreatic
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