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Defects. American Journal of Human Genetics, 2016, 99, 451-459. 6.2 65

Hepatitis C Virus Impairs p53 via Persistent Overexpression of 312-Hydroxysterol ”24-Reductase. Journal of
Biological Chemistry, 2009, 284, 36442-36452.
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Tietz syndrome: unique phenotype specific to mutations of <i>MITF </i>nuclear localization signal.
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