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Hearing loss and brain abnormalities due to pathogenic mutations in <i>ADGRV1<[i> gene: a case
report. Hearing, Balance and Communication, 2020, 18, 196-198.
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<i>SLC12A2<[i>: a new gene associated with autosomal dominant Non-Syndromic hearing loss in
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Data Sets From Blood and the Kidney. Hypertension, 2017, 70, . 27 123

PSIP1/LEDGF: a new gene likely involved in sensorineural progressive hearing loss. Scientific Reports,
2016, 5, 18568.

Targeted Next-Generation Sequencing for Molecular Diagnosis of Non-Syndromic Hearing Loss in o
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